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Background: Tumor-associated macrophages (TAMs) constitute an important part of the tumor microenvironment of breast cancer 
(BC), and they play an essential role in modulating tumor growth and invasion. However, the role of TAMs in neoadjuvant 
chemotherapy (NAC) has not been fully elucidated. Therefore, the aim of this study was to assess the function of TAM subtypes 
and investigate their role in the response to NAC in BC.
Methods: Presence of TAMs was examined immunohistochemically (IHC) in pre- and post- NAC treatment tumor tissue in a cohort 
of 138 BC patients. IHC staining with monoclonal antibodies for CD68 and CD163 were performed. Positivity was defined as staining 
> 1% TAMs in stroma and tumor cell nests. Response to NAC was evaluated according to tumor size change and Residual Cancer 
Burden (RCB) index.
Results: CD68+ and CD163+ TAMs decreased significantly in both the stroma and tumor nests (TN) after NAC. The median CD68+ 
TAMs in the stroma decreased significantly from 5% to 1% (p < 0.005), while CD163+ TAMs showed a marked reduction from 20% 
to 5% (p < 0.001). Post-NAC, the persistence of CD68+ and CD163+ TAMs in the stroma was strongly correlated with larger residual 
tumor size (p < 0.005 and p < 0.001, respectively). Changes in CD163+ TAM levels in the stroma were significantly associated with 
RCB classes (p < 0.005). Pre-NAC, CD163+ TAMs in the stroma and TN showed a significant association with TILs; however, no 
correlations with TILs were observed post-NAC.
Conclusion: This study highlights the critical role of TAMs dynamics in shaping NAC response in BC. Notably, CD163+ TAMs may 
emerge as pivotal players in mechanisms of chemotherapy resistance and response, underscoring their potential as biomarkers and 
therapeutic targets in breast cancer treatment.
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Introduction
Breast cancer represents a complex and heterogeneous malignancy, characterized by various molecular subtypes and 
clinical presentations. Despite early diagnosis and improved treatment modalities, breast cancer (BC) accounts for 
approximately 15% of cancer-related deaths.1 Accumulating evidence indicates that the evolving interplay between 
tumor cells, stromal cells, immune cells in the tumor microenvironment (TME) and fibroblasts throughout the progres-
sion of the cancer significantly influences patients’ survival and their response to therapies.2–4 This highlights the 
importance of considering the dynamic nature of cancer biology in clinical management and treatment strategies.
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The TME plays a pivotal role in modulating tumor growth, invasion, metastasis, and response to therapy.5 Among the 
myriad components of the TME, tumor-associated macrophages (TAMs) have emerged as one of the key regulators 
of BC progression, BC metastasis and treatment resistance.6–8 TAMs originate from peripheral blood monocytes and 
differentiate into macrophages following recruitment to tumor sites.9 TAMs are divided into subgroups by participating 
in certain immunological processes according to the environment and growth factors secreted by them.10,11 Although, M1 
macrophage is proinflammatory and tumoricidal, M2 macrophages play a role in the release of anti-inflammatory 
cytokines, tissue repair, wound healing, angiogenesis, and tumor progression.11,12 CD68 and CD163 are two prominent 
markers used to identify and characterize TAMs in BC, as well as in various types of cancer.12,13 CD68+ TAMs in BC 
can exhibit a spectrum of phenotypes, ranging from M1-like to M2-like, depending on the local microenvironmental 
interaction. In contrast, CD163, which is predominantly expressed on M2-like macrophages, plays an immunosuppres-
sive and tumor-promoting role.12–14 In BC, high levels of TAMs have been associated with higher proliferation rates, 
lower tumor cell differentiation, and a lack of hormone receptor (HR) expression.15 In addition, high infiltration of 
macrophages in BC were associated with an impaired disease-free survival (DFS) and overall survival (OS) in triple 
negative breast cancer (TNBC).15–17 However, the role and dynamic changes of TAMs in response to chemotherapy have 
not yet been thoroughly investigated in clinical studies. Furthermore, the functions of macrophages within the TME 
across BC subtypes remain elusive.

It is crucial to better understand TAMs to ensure the effectiveness of treatment modalities in BC and reduce cancer- 
related mortality. Understanding the dynamic interplay between TAMs and the TME offers insights into novel therapeutic 
strategies and personalized approaches for BC management. Therefore, this study attempts to shed lights on the role of 
TAMs in response to neoadjuvant therapy in different BC types.

Materials and Methods
Patients and Clinical Data Selection
In this study, we analyzed 138 patients with locally advanced breast cancer who had neoadjuvant chemotherapy (NAC) 
and underwent either mastectomy or breast-conserving surgery (BCS) at the Multidisciplinary Breast Clinic of Antwerp 
University Hospital between 2014 and 2018. This retrospective clinical study was conducted following approval by the 
Institutional Ethics Review Board (File number: 20/26/349, Edge number: 001251). Additionally, all patients had pre- or 
post-operative slides available in the pathology archive. Patients with carcinoma in situ, stage IV breast cancer, 
bilateral BC, inflammatory BC, as well as those who received any form of therapy (chemotherapy, endocrine therapy, 
or radiotherapy) before NAC, were excluded from this study. Initial staging was determined by physical examination, 
ultrasonography, magnetic resonance imaging (MRI), and positron emission tomography-computed tomography (PET- 
CT), which helped exclude distant metastasis.

Oestrogen receptor (ER) and progesterone receptor (PR) were stained by using monoclonal antibodies respectively 
clone EP1 (Dako) and clone PR1294 (Dako) and scored according to the Allred method. ER and PR were considered 
positive in case of a population score of at least 2/5 (>1% tumour cells staining) in conformity with the ASCO/CAP 
guidelines. Ki-67 was stained using clone MIB-1 (Dako). HER-2 expression (DG44Dako Omnis) was also scored 
according to ASCO/CAP guidelines and tumor samples were considered HER2-positive when a fluorescence in situ 
hybridisation (FISH) test documented amplification.

Clinicopathological and follow-up data of all patients were collected from hospital medical records. The absence of 
residual invasive carcinoma in the resected breast specimen and in all sampled regional lymph nodes after NAC was 
defined as pCR.

Immunohistochemistry and Macrophage Quantification
Four-micron consecutive sections were cut from representative formalin-fixed, paraffin-embedded (FFPE) diagnostic 
tissue blocks, mounted on adhesive glass slides and stained for CD68 (Clone KP1, Dako) on the Dako Omnis platform, 
according to the manufacturer’s protocol. And for CD163 (Clone MRQ-26, Ventana) on the VENTANA BenchMark 
ULTRA platform, according to the manufacturer’s protocol (Ventana Medical Systems, Tucson, AZ, USA). The CD68+ 
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and CD163+ TAMs were quantified in three randomized high-power fields (40 X) with the pathologists who were 
blinded to the clinicopathological features and prognosis of these patients. The CD68+ and CD163+ TAMs were counted 
in the stroma and tumor nest (TN) separately (Figure 1). TAMs in TN were defined as intraepithelial tumor infiltrating 

Figure 1 Histological images of CD68+TAMs and CD163+TAMs by immunohistochemistry. Scoring for markers was done by measuring the percentage of cells stained in 
stroma and TN. Positive staining was evaluated quantitatively and, TAMs were categorized into high and low infiltration groups based on the median level of infiltration. (a–d) 
The difference in CD163 and CD68 staining on the consecutive FFPE sections: (a) CD163+ TAMs 20% in stroma and 20% in TN (2x, scale bar = 400 μm), (b) CD163+ TAMs 
20% in stroma and 20% in TN (10x, scale bar = 100 μm), (c) CD68+ TAMs 5% in stroma and 5% in TN (2x, scale bar = 400 μm), (d) CD68+ TAMs 5% in stroma and 5% in 
TN (10x, scale bar = 100 μm). (e–h) The difference in CD163 and CD68 staining on consecutive FFPE sections: (e) CD163+ TAMs 30% in stroma and 20% in TN (10x, scale 
bar = 100 μm), (f) CD163+ TAMs 30% in stroma and 20% in TN (20x, scale bar = 40 μm), (g) CD68+ TAMs 10% in stroma and 10% in TN (10x, scale bar = 100 μm), (h) 
CD68+ TAMs 10% in stroma and 10% in TN (20x, scale bar = 40 μm).(i–l) The difference in CD163 and CD68 staining on consecutive FFPE sections: (i) CD163+ TAMs 10% 
in stroma and 10% in TN (10x, scale bar = 100 μm), (j) CD163+ TAMs 10% in stroma and 10% in TN (20x, scale bar = 40 μm), (k) CD68+ TAMs 5% in stroma and 10% in 
TN (10x, scale bar = 100 μm), (l) CD68+ TAMs 5% in stroma and 10% in TN (20x, scale bar = 40 μm). 
Abbreviations: TAMs, tumor-associated macrophages; TN, tumor nest; FFPE, Formalin-fixed paraffin-embedded.
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macrophages. The quantification was performed by pathologists who were blinded to the clinicopathological features and 
prognosis of the patients to ensure objectivity. TAMs were analyzed both categorical and as a continuous variable. TAMs 
were categorized into high and low infiltration groups based on the median level of infiltration. Percentages were 
calculated as the number of positively stained TAMs in the stroma or TN divided by the total number of cells in the 
respective compartment. When pCR was achieved after NAC, TAMs were evaluated only in the stroma.

Treatment and Chemotherapy Response
Among the patients who received NAC, all underwent anthracycline- and taxane-based regimens, including docetaxel, 
epirubicin, and cyclophosphamide (TEC); epirubicin and cyclophosphamide followed by docetaxel (EC-T); and pacli-
taxel and epirubicin (PE). Following NAC, operations (mastectomy or BCS) were performed to remove the primary 
tumor and axillary sentinel lymph node biopsy or axillary lymph node dissection were conducted to excise the lymph 
nodes.

Stromal Tumor-Infiltrating Lymphocytes (sTIL)
Morphological evaluation of TILs and TILs scoring was performed on haematoxylin and eosin (H&E) stained 4-μm 
sections of FFPE pre-treatment tumor tissue and post-treatment tumor tissue by different researchers according to the 
international consensus recommendations of the International TILs Working Group. All evaluations were performed 
avoiding areas with necrosis, technical artefacts and suboptimal tissue preservations. TILs were reported for the stromal 
compartment (% stromal TILs, sTIL) in all areas containing invasive tumor cells on the H&E slide. TILs were considered 
both as continuous variable and dichotomized in <10% (category 1), ≥10–40% (category 2), and ≥40% (category 3).

Residual Cancer Burden Index
“MD Anderson Cancer Center Residual Cancer Burden Index” was used to measure NAC response. The following 
parameters are required in order to calculate Residual Cancer Burden (RCB) index after NAC treatment: a) The two 
largest dimensions of the residual tumor bed (the largest tumor bed in multicentric cases is included in the calculation), b) 
The histologic assessment of the percentage of the tumor bed area that contains carcinoma, c) The histologic estimate of 
the percentage of the carcinoma in the tumor bed that is in-situ, d) The number of metastatic lymph nodes e) The 
diameter of the largest lymph node metastasis. RCB was determined using the official online RCB index calculator 
(http://www3.mdanderson.org/app/medcalc/index.cfm?pagename=jsconvert3) and the RCB classification was based on 
this scoring. In this classification, the lowest category is considered as pCR (RCB-pCR, like category RCB-0), whereas 
the highest category (RCB-III) is considered as neo-adjuvant therapy resistant.

Peripheral Blood Parameters
Peripheral blood cell count results were extracted from medical records. Blood tests, which were part of the routine 
management of patients prior to any therapeutic intervention, were considered pre-NAC blood results. As a post-NAC 
blood sample, blood result at the earliest one month after receiving the latest NAC and before surgery were included in 
this study.

Statistical Analysis
Data were analysed using R project in R studio (Version 2024.04.0+735). Cases with missing data were maintained in the 
database but excluded from the statistical analyses on a per test basis. Categorical variables were compared using Fisher’s 
exact test or Chi-square test. Pearson chi2 test (categorical variables) and ANOVA (continuous variables) were used to 
assess the relationship between the different parameters. Changes in quantitative biomarkers from before to after NAC 
were made using Wilcoxon signed rank test. Significant parameters were included in a multivariate regression model. 
Survival data were last updated on March 1, 2023. All p values considered statistically significant when < 0.05 and were 
calculated two-sided.
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Results
Clinicopathological Characteristics
A total of 138 BC patients [median age 53.7 years (27–82)] were enrolled this retrospective study. Patient and tumor 
characteristics are presented in Table 1. All these patients received NAC and majority of the patients underwent breast- 
conserving surgery (77/138, 56%). With a mean follow-up of 53 months (9–105), twelve patients experienced a breast 
cancer related event. Among these, two patients had local recurrence, ten patients had metastasis and there were five 
cancer related deaths during follow-up. Tumor tissues from all 138 patients were evaluated immunohistochemically 
before and after NAC.

CD68+ TAMs Change in the Immune Microenvironment Before and After NAC
Before NAC, CD68+ TAMs were present in the stroma in 93% (128) of cases, while CD68+ TAMs were present in 77% 
(106) of patients within TN. After NAC, there was a decrease in CD68 + TAMs in both the stroma (80%, 106) and TN 
(40%, 55). Before NAC, the median percentage of CD68+ TAMs in the stroma was 5% (0–30) and in the TN was 1% 
(0–30), respectively. After NAC, the median percentage of CD68+ TAMs in the stroma was 1% (1–40) and in the TN 
was 1% (1–40). The decrease of CD68+ TAMs expression in the stroma and TN is statistically significant (p <0.001) 
(Table 2 and Figure 2).

Table 1 Patient and Tumor Characteristics of the Study Population

Patients Characteristics  
(N=138)

BEFORE - NACn  
(%)

AFTER- NACn  
(%)

Median age 53.7 years 
(27–82 years)

Menopausal status Premenopausal 51 (37)

Postmenopausal 87 (63)

Tumor size 
(TNM – cT- ypT)

T0 - 59 (43)

T1 26 (19) 50 (36)

T2 88 (64) 25 (18)

T3 19 (14) 3 (2)

T4 4 (3) 1 (1)

Nodal status 
(TNM – cN- ypN)

N0 66 (48) 96 (69)

N1 53 (38) 30 (22)

N2 11 (8) 8 (6)

N3 8 (6) 4 (3)

Intrinsic subtype HR + 90 (65)

HER-2 + 50 (36)

TNBC 37 (27)

Histology Ductal 134 (97)

Lobular 4 (3)

(Continued)
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CD 163+ TAMs Change in the Immune Microenvironment Before and After NAC
Before NAC, CD163+ TAMs were observed in the stroma of 99% (136) of patients, while CD163+ TAMs were detected 
in the TN of 92% (127) of patients. On the other hand, following NAC, CD163+ TAMs were detected in the stroma of 
91% (125) of patients, whereas it was observed in the TN of 49% (68) of patients. Before NAC, the median percentage of 
CD163+ TAMs in the stroma was 20% (0–60), while in TN it was 10% (range: 0–60). After NAC, there was 
a statistically significant decrease (p < 0.001) in the median percentage of CD163+ TAMs in the stroma to 5% (1–40). 

Table 1 (Continued). 

Patients Characteristics  
(N=138)

BEFORE - NACn  
(%)

AFTER- NACn  
(%)

Nuclear Grade G1 13 (9)

G2 49 (36)

G3 42 (30)

Unknown 34 (25)

Tumor size 
(median)(mm)

26 (range 1–85) 5.55 (range 0–90)

Ki-67 (median) 40 (range 1–99) 20 (range 1–85)

TILs <10% (category 1) 40 (71) 44 (80)

≥10–40% (category 2) 13 (24) 9 (16)

≥ 40% (category 3) 3 (5) 2 (4)

Residual Cancer Burden Category RCB-pCR 59 (43)

RCB-I 21 (15)

RCB-II 41 (30)

RCB-III 17 (12)

Abbreviations: TNM, tumor node metastasis classification; sTIL, stromal tumor-infiltrating lymphocytes; RCB, Residual 
Cancer Burden; n, number of patients; %, percentage; mm, millimetre.

Table 2 Comparison of Continuous Parameters Before and After NAC

Continuous Parameters (Median (Min-max))

Before NAC After NAC p value

Tumor Size (mm) 26 (2–70) 5.55 (0–90) <0.001

CD68+ TAMs in tumor nest 1 (0–30) 1 (0–40) <0.005

CD68 + TAMs in stroma 5 (0–30) 1 (0–40) <0.005

CD163+ TAMs in tumor nest 10 (0–60) 5 (0–60) 0.008

CD163+ TAMs in stroma 20 (0–60) 5 (0–60) <0.001

Monocytes (10e9/L) 0.39 (0.03–4.49) 0.54 (0.14–1.47) <0.005

TILs 9 (1–85) 5 (1–60) <0.005

Notes: Comparison of the continuous parameters was done using Wilcoxon signed rank test. Bold values denote 
statistical significance at the p < 0.05 level.
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In the TN, the median percentage of CD163+ TAMs also decreased to 5% (1–60) and this decrease was also statistically 
significant (p<0.008) (Table 2 and Figure 2).

Continuous Variable Analysis of TAM Correlation With NAC Response
The analysis showed a significant correlation between primary tumor size and the level of CD68+ stromal TAMs before 
NAC, as indicated by a coefficient of 1.032 (95% CI: 1.0037–1.0629, p <0.05). This suggests that larger primary tumors 
are accompanied by a higher infiltration of CD68+ TAMs within the stromal compartment. In addition, CD68 expression 
in the TN before NAC exhibited a statistically significant positive association with primary tumor size (coefficient = 1.03, 
95% CI: 1.005 to 1.055, p <0.05). However, CD163 + stromal TAMs did not show a significant correlation with primary 
tumor size (coefficient = 0.99, 95% CI: 0.97 to 1.022, p = 0.8).

The presence of CD68+ TAMs in the stroma after NAC is an indicative of a less favorable response to chemotherapy 
as evidenced by the significant positive correlation with residual tumor size (coefficient = 1.05, 95% CI: 1.02 to 1.08, 
p <0.005). The presence of CD163+ TAMs in the stroma after NAC demonstrated a significant positive correlation with 
residual tumor size (coefficient = 1.109, 95% CI: 1.065 to 1.16, p <0.001). In addition, there was a significant positive 
correlation between CD68+ TAMs in the TN (coefficient = 1.05, 95% CI: 1.01 to 1.11, p=0.01) and residual tumor size. 

Figure 2 Boxplot graphs of the change of CD68 + and CD 163+ TAMs in the stroma and TN before and after neoadjuvant chemotherapy (NAC). Comparison of CD68 + 
and CD 163+ TAMs before and after NAC was done using Wilcoxon signed-rank test. (A) Boxplot showing the evolution of CD68+ TAMs in TN during NAC (p<0.005), 
(B) Boxplot showing the evolution of CD68 + TAMs in the stroma during NAC (p<0.005), (C) Boxplot showing the evolution of CD 163+ TAMs in the TN during NAC 
(p<0.008), (D) Boxplot showing the evolution of CD68+ TAMs in the stroma during NAC (p<0.001). Each boxplot represents the 25th to 75th percentile with the median 
indicated as the central line and whiskers indicating 1.5 × interquartile range.
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Similarly, CD163+ TAMs in the TN (coefficient = 1.07, 95% CI: 1.02 to 1.12, p=0.005) also showed a significant 
positive correlation with residual tumor size.

The change in CD 68+ and CD163+ TAMs expression from pre- to post-treatment was found to significantly 
influence tumor differences before and after NAC (coefficient = 1.008 95% CI: 1.003–1.012 p < 0.001 and coefficient 
= 1.01 95% CI: 1.005–1.014, p<0.001, respectively).

Correlation of TAMs With Various Clinicopathological Features
The differences between the density of CD68+ or CD163+ TAMs (low and high expression), before and after NAC, and various 
clinicopathological features is presented in Table 3. Before NAC, CD163+ TAMs in the stroma showed a significant association 
with TILs (OR = 1.79, 95% CI: 1.14–2.86, p = 0.013), and CD163+ TAMs in the TN revealed an even stronger association with 
TILs (OR = 2.28, 95% CI: 1.39–3.89, p = 0.002). Additionally, CD68+ TAMs in the TN and stroma were significantly associated 
with TILs (OR = 2.1, 95% CI: 1.32–3.42, p = 0.002, and OR = 2.5, 95% CI: 1.52–4.25, p = 0.0004, respectively) (Figure 3). 
However, no correlation was found between the presence of TAMs and TILs after NAC. We also did not find any correlation 
between monocytes count in peripheral blood analysis and TAMs before and after NAC.

Before NAC, the proportion of CD163+ TAMs in the stroma and TN showed a correlation with the RCB categories (OR=0.28, 
95% CI: 0.09–0.84, p = 0.02, and OR=0.16 (95% CI: 0.04–0.54, p = 0.005, respectively). Following NAC, the presence of 
CD163+ TAMs in both the stroma and the TN demonstrated significantly elevated odds ratios of 6.09 (95% CI: 1.94–20.8, p = 
0.002) and 5.84 (95% CI: 1.77–23.4, p = 0.006), respectively. Further analysis revealed significant differences in the CD163 
difference, reflecting the variance in CD163+ TAMs expression before and after NAC in the stroma, across the RCB categories. 
Specifically, when comparing RCB class I to II, a statistically significant difference was observed with a p-value of 0.01. Similarly, 
comparing RCB class I to III resulted in a highly significant difference with a p-value <0.005. Additionally, a significant difference 
was found when comparing RCB class II to III, with a p-value <0.005. Furthermore, when compared with the pCR group, 
significant differences were evident across RCB II and RCB III (Figure 4). There was no statistically significant correlation 
observed between the presence of CD68+ TAMs in both the stroma and the TN and the RCB categories. On the other hand, the 
variance in CD68+ TAMs expression before and after NAC in the stroma exhibited significant distinctions across the Residual 
RCB categories and the pCR group (p = 0.01 for RCB class I, 0.05 for RCB class II, and 0.04 for RCB class III, compared to the 
pCR group) (Figure 4).

Discussion
TAMs, as an important component of the TME, play a critical role in both the response and resistance mechanisms of BC to 
chemotherapy.5–8 A more comprehensive understanding of the characterization of TAMs before and after NAC could offer 
valuable insights into how TAMs may alter in response to treatment, potentially influencing drug resistance, metastasis and 
prognosis. However, the correlation between TAMs and response to NAC has not been thoroughly explored in the literature. 
Clinically, TAMs were associated with poor patient survival.18–25 Ye et al retrospectively analysed the association between TAMs 
and the pCR rate of TNBC to NAC.18 Patients were categorized into high and low infiltration groups based on the median of 
CD163+ macrophage infiltration. However, the specific numerical value of this cut-off was not provided in the article. 
A significantly higher pCR rate was obtained in patients with low CD163+ macrophage infiltration. In addition, survival analysis 
showed that OS and recurrence-free survival (RFS) rates were significantly lower in patients with high TAMs infiltration than in 
those with low infiltration (P=0.023 and P=0.013, respectively).18 Furthermore, a high infiltration of CD68+ and CD163+ TAMs 
was correlated with worse DFS, OS and breast cancer specific survival (BCSS).18 Zhao et al reported that CD68+ TAMs were 
a more sensitive prognostic indicator than CD163 in predicting OS while Ni et al reported the opposite result.24,25 We did not 
perform a survival analysis in this study because, with a mean follow-up of 53 months (range: 9–105 months), there were limited 
breast cancer-related events (twelve in total). Specifically, two patients experienced local recurrence, ten patients developed 
metastasis, and five patients had cancer-related deaths during follow-up. On the other hand, our research revealed several 
significant associations between TAMs and tumor size before and after NAC. Specifically, CD68+ TAMs in the stroma and TN 
showed a positive correlation with primary tumor size before NAC, while CD163+ stromal TAMs did not show a positive 
correlation. Furthermore, post-NAC presence of both CD68+ and CD163+ TAMs correlated positively with residual tumor size. 
These findings underscore the potential of TAMs as indicators of response to treatment. In addition, subsequent analysis 
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Table 3 The Differences Between the Density of CD68+ or CD163+ TAMs (Low and High Expression), Before and After NAC, and Various Clinicopathological Features

Clinicopathological 
features (N=138)

CD68+ TAMs CD163+ TAMs CD68+ TAMs CD163+ TAMs

Before NAC Before NAC After NAC After NAC

Tumor Stroma Tumor Stroma Tumor Stroma Tumor Stroma

nest nest nest nest

Low High p- 
value

Low High p- 
value

Low High p- 
value

Low High p- 
value

Low High p- 
value

Low High p- 
value

Low High p- 
value

Low High p- 
value

Age (years) <0.005 0.62 0.21 0.74 0.43 0.68 0.11 0.39

<50 20 34 38 16 18 36 33 21 14 8 31 21 9 14 28 23

≥ 50 52 32 62 22 37 47 49 35 40 15 46 36 23 33 39 42

Menopausal status 0.35 0.98 0.63 0.54 0.18 0.92 0.27 0.48

Premenopausal 24 27 37 14 19 32 32 19 13 9 29 21 2 5 26 22

Postmenopausal 48 39 63 24 36 51 50 37 41 14 48 36 40 32 41 43

Tumor size 0.38 0.65 0.22 0.67 0.99 <0.05 0.99 <0.05

≤2cm 15 11 20 6 7 19 15 11 34 16 44 14 32 18 45 11

>2cm 56 54 79 32 47 64 67 44 11 17 33 43 12 16 22 54

Lymph node status 0.22 0.78 0.45 0.23 0.09 0.74 <0.05 <0.005

Absent 30 36 48 18 24 42 36 30 24 15 52 40 27 14 55 35

Present 38 30 48 20 29 39 44 24 30 8 25 17 15 23 12 30

Nuclear grade 0.05 0.09 0.07 0.11 <0.005 0.32 0.79 0.24

I 37 25 49 13 30 32 42 20 34 9 36 24 22 21 25 35

II–III 17 25 27 15 13 29 22 20 8 12 20 20 12 10 21 18

HR 0.97 0.62 0.73 0.18 0.059 0.60 0.055 <0.05

Positive 47 43 67 23 36 54 58 32 43 15 49 39 27 31 36 49

Negative 25 23 33 15 19 29 24 24 11 8 28 18 15 6 31 16

HER-2 status 0.07 0.62 0.29 0.79 0.34 0.23 0.81 0.11

Positive 21 29 35 15 17 33 29 21 11 7 32 18 10 8 28 19

Negative 51 37 65 23 38 50 53 35 43 16 45 39 32 29 39 46

(Continued)

Breast C
ancer: Targets and T

herapy 2025:17                                                                                   
https://doi.org/10.2147/B

C
T

T.S493085                                                                                                                                                                                                                                                                                                                                                                                                    
219

O
ner et al

Powered by TCPDF (www.tcpdf.org)Powered by TCPDF (www.tcpdf.org)



Table 3 (Continued). 

Clinicopathological 
features (N=138)

CD68+ TAMs CD163+ TAMs CD68+ TAMs CD163+ TAMs

Before NAC Before NAC After NAC After NAC

Tumor Stroma Tumor Stroma Tumor Stroma Tumor Stroma

nest nest nest nest

Low High p- 
value

Low High p- 
value

Low High p- 
value

Low High p- 
value

Low High p- 
value

Low High p- 
value

Low High p- 
value

Low High p- 
value

TNBC status 0.9 0.93 0.76 0.43 0.34 0.96 <0.05 <0.05

Positive 19 18 27 10 14 23 20 17 9 6 20 15 14 3 23 12

Negative 53 48 73 28 41 60 62 39 45 17 57 42 28 34 44 53

TILs <0.005 <0.005 <0.005 <0.05 0.66 0.77 0.59 0.81

Category 1 44 23 58 9 35 32 45 22 41 19 27 34 31 29 19 42

Category 2 20 26 29 17 16 30 28 18 11 1 6 4 7 5 3 10

Category 3 8 17 13 12 4 21 9 16 1 3 0 4 1 3 2 2

RCB.class 0.93 0.63 0.005 <0.05 0.30 0.44 <0.005 <0.05

pCR 24 35 38 21 19 40 32 27 - - 42 16 - - 44 12

I 12 9 17 4 4 17 8 13 16 5 11 10 17 4 13 8

II 23 18 31 10 24 17 28 13 24 14 16 22 16 22 8 30

III 13 4 14 3 8 9 14 3 13 4 8 9 6 11 2 15

Ki-67 0.05 0.39 0.71 0.21 0.20 0.53 0.94 <0.05

Low 25 13 29 9 17 21 26 12 38 6 32 22 21 23 18 34

High 46 49 68 27 37 47 52 43 11 15 15 20 14 12 18 17

Notes: Categorically divides TAMs into “low” and “high” groups based on their median levels. Bold values denote statistical significance at the p < 0.05 level. Pre-NAC “Tumor size”, “Lymph node status”, “TILs”, and “Ki-67” were 
compared with pre-NAC CD68+ and CD163+ TAMs, while post-NAC “Tumor size”, “Lymph node status”, “TILs”, and “Ki-67” were compared with post-NAC CD68+ and CD163+ TAMs. 
Abbreviations: NAC, neoadjuvant chemotherapy; TILs, stromal tumor infiltrating lymphocytes; HR, hormone receptor; TNBC, triple-negative breast cancer; RCB, Residual Cancer Burden.
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highlighted significant differences in the changes of CD163+ TAMs before and after NAC across RCB categories. This suggests 
that there may be potential benefit in observing changes in CD163+ TAMs expression to assess treatment response in the TME.

High density of CD163+ and CD68+ TAMs in primary BC have shown a strong association with adverse clinicopathological 
characteristics.20–29 The meta-analysis result revealed that high CD68+ macrophage infiltration indicated advanced histological 
grade, high Ki67 expression, negative HR expression and high TNBC proportion.24,25 In addition, high CD163+ TAM infiltration 
correlated with advanced histological grade, high Ki67 expression, T category and negative HR expression.30–32 Zwager et al have 
found positive associations between high CD68+ and CD163+ TAMs numbers and higher tumor grade in the Luminal-B group.33 

In our study, no correlation was found between the presence of TAMs and receptor status before NAC. On the other hand, after 
NAC, the analysis showed a statistical correlation between HR+ and CD163+ TAMs in the stroma. In vitro studies have showed 
that the functions of TAMs may differ depending on the type of BC and therefore TAMs should be evaluated differently according 
to BC subgroups.34,35 Compared with luminal-like BC, basal-like BC are more likely to express a broader range of receptors for 
macrophage-derived cytokines, which could recruit macrophages into the TME and promote monocyte differentiation into M2- 
like macrophages.34–37 Levano et al have demonstrated that there are differences in the cytokine receptor profile according to 
breast cancer types. Basal-like cells express preferentially granulocyte monocyte colony stimulating factor (GM-CSF), hepatocyte 
growth factor receptor (HGFR, also known as c-MET), CD44, epithelial growth factor receptor (EGFR), transforming growth 
factor receptor 2 (TGFR2) and oncostatin M receptor (OSMR). Luminal-type breast cancer cells express RET (a proto-oncogene 

Figure 3 Heatmap illustrations showing the association between tumor-associated macrophages (TAMs) and tumor-infiltrating lymphocytes (TILs) in the tumor microenvironment 
before neoadjuvant chemotherapy (NAC). Chi-squared test p-values indicate statistical significance. The color intensity represents the frequency of occurrences, with darker 
shades indicating higher frequencies. In this analysis, 0 represents low expression of tumor-associated macrophages (TAMs), including CD68+ or CD163+ TAMs, while 1 represents 
higher expression. The TIL categories are based on the defined percentage ranges: Category 1 (<10%), Category 2 (≥10–40%), and Category 3 (≥40%). (a) CD68+ TAMs in the 
tumor nest (TN) versus TILs. (b) CD68+ TAMs in the stroma versus TILs. (c) CD163+ TAMs in the tumor nest (TN) versus TILs. (d) CD163+ TAMs in the stroma versus TILs. Chi- 
squared test results show p-values indicating statistical significance for all panels, with (a), (b), and (c) having p-values of 0.005, and (d) having a p-value of 0.05.
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which encodes for a receptor tyrosine kinase for members of the glial cell line-derived neurotrophic factor).17 These results allow 
us to conclude that TAMs have a different influence depending on the BC subtype. The results of our study showed a positive 
correlation between the presence of CD163+ TAMs in both TN and stroma, and lymph node positivity after NAC (p<0.05). 
Additionally, a correlation was noted between CD163+ TAM expression in the stroma post-NAC and Ki-67 expression post- 
NAC. Our results also showed an association between TAMs and TILs before NAC and this suggest significant interactions 
between TAMs and TILs within the TME.

Although the importance of TAMs in the TME of BC has been highlighted by extensive research, some controversies exist. 
Firstly, it is unclear which macrophage biomarkers can be used for prognosis prediction of TAMs and the relevance of these 
biomarkers to various breast cancer subtypes. CD68 has been widely used as a human pan-macrophage marker. However, CD68 
as a marker for TAMs has some limitations. CD68 is expressed by a wide variety of cells, including fibroblasts, granulocytes, 
dendritic cells, endothelial cells, and some lymphoid subsets and, as a pan-macrophage marker, CD68 is unable to distinguish 
TAM subpopulations.13,28,38 While many markers such as CD163, CD204, and CD206 were used for M2 macrophages, markers 
such as CD11c, CD80, and CD86 were used for M1 macrophages.31,39 A study using CD68 and CD163 to detect TAMs showed 
a high density of CD163+ TAMs rather than CD68+ TAMs in TME.40 Our research revealed similar results. CD68+ TAMs in the 
stroma before NAC showed a median value of 5, with values ranging from 0 to 30. In contrast, CD163+ TAMs in the stroma 
before NAC demonstrated a higher median value of 20, with values spanning from 0 to 60. After NAC, the median of CD163+ 
TAMs in the stroma was also higher than CD68+ TAMs. In vitro study with Basal-like BC cell line suggested that since cancer line 
cells produce high amounts of colony stimulating factor-1 (CSF-1), CSF-1 induces M2 polarization and therefore CD163+ 
macrophage expression increases in TME.12 Secondly, variations exist among studies regarding the classification of macrophages 
as stromal, TN or total.15,24,41 Finally, the cut-off value also varies between publications. The majority of these studies utilized the 
median number of macrophages as the cut-off value to categorize TAMs into high and low TAM groups.15,24 As a result, the 
findings of the meta-analysis strikingly highlight the disparities in the literature concerning the evaluation of TAMs.

This study has both strengths and limitations. One of the strengths is the exploration of TAMs in the TME before and after 
NAC. Additionally, we used different macrophage markers to understand the functional heterogeneity, which is reflected by the 
heterogeneous expression of TAM markers. However, there are limitations to our exploratory study that need to be acknowledged. 
Most notably, it is a retrospective study. In addition, the sample group was heterogeneous, and the sample size small.

Figure 4 Boxplots that illustrate the differences in stromal tumor-associated macrophages (TAMs) expression before and after neoadjuvant chemotherapy (NAC) across 
different Residual Cancer Burden (RCB) classes and the pathological complete response (pCR) group. Boxplot a) shows the differences in CD68+ TAMs in the stroma. The 
p-values indicate statistically significant differences between various RCB classes and the pCR group. Boxplot b) displays the differences in CD163+ TAMs in the stroma. 
The p-values highlight significant differences between different RCB classes and the pCR group.
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Conclusion
In conclusion, our study confirms the important role of TAMs in the TME of BC. TAMs, especially CD163+ TAMs, are 
strongly linked to worse clinical features and poorer treatment outcomes. The distinct behavior of TAMs across 
different BC subtypes highlights the need for subtype-specific evaluation and treatment strategies. Despite these findings, 
inconsistencies in macrophage classification and biomarker cut-off values across studies underscore the necessity for 
standardized approaches in future research to accurately evaluate TAMs’ impact across various BC subtypes. Future 
research should focus on standardizing TAM assessment methods and further investigating the interactions between 
TAMs and TILs to better understand their combined influence on BC progression and treatment outcomes.

Ethics Approval
This retrospective study was conducted in accordance with the ethical principles outlined in the Declaration of Helsinki 
and was approved by the University Hospital Antwerp (UZA), File number: 20/26/349, Edge number: 001251.

All data used in the study were anonymized prior to analysis to ensure patient confidentiality and privacy. No direct 
patient contact occurred, and no identifiable personal information was used. The study adhered to all relevant ethical and 
legal standards for the use of retrospective data in medical research.

Funding
This study is funded by UZA Foundation grant and Kocaeli University, Department of Scientific Research Projects with 
the following grant numbers “TSA-2019-1611”.

Disclosure
The authors declare that they have no competing interest.

References
1. Kerr AJ, Dodwell D, McGale P, et al. Adjuvant and neoadjuvant breast cancer treatments: a systematic review of their effects on mortality. Cancer 

Treat Rev. 2022;105:102375. doi:10.1016/j.ctrv.2022.102375
2. Billan S, Kaidar-Person O, Gil Z. Treatment after progression in the era of immunotherapy. Lancet Oncol. 2020;21:e463–e476. doi:10.1016/S1470- 

2045(20)30328-4
3. Oner G, Altintas S, Cantürk Z, et al. Triple-negative breast cancer—role of immunology: a systemic review. Breast J. 2019;00:1–5.
4. Spitzer MH, Carmi Y, Reticker-Flynn NE, et al. Systemic immunity is required for effective cancer immunotherapy. Cell. 2017;168(3):487–502e15. 

doi:10.1016/j.cell.2016.12.022
5. Malla R, Padmaraju V, Kundrapu DB. Tumor-associated macrophages: potential target of natural compounds for management of breast cancer. Life 

Sci. 2022;301:120572. doi:10.1016/j.lfs.2022.120572
6. Pan Y, Yu Y, Wang X, Zhang T. Tumor-associated macrophages in tumor immunity. Front Immunol. 2020;11:583084. doi:10.3389/ 

fimmu.2020.583084
7. Oner G, Altintas S, Cantürk Z, et al. The immunologic aspects in hormone receptor positive breast cancer. Cancer Treat Res Commun. 

2020;29:100207. doi:10.1016/j.ctarc.2020.100207
8. Tariq M, Zhang J, Liang G, et al. Macrophage polarization: anti-cancer strategies to target tumor-associated macrophage in breast cancer. J Cell 

Biochem. 2017;118:2484–2501. doi:10.1002/jcb.25895
9. Laviron M, Petit M, Delacroix EW, et al. Tumor-associated macrophage heterogeneity is driven by tissue territories in breast cancer. Cell Rep. 

2022;39(8):110865. doi:10.1016/j.celrep.2022.110865
10. Dushyanthen S, Beavis PA, Savas P, et al. Relevance of tumor-infiltrating lymphocytes in breast cancer. BMC Med. 2015;13:202. doi:10.1186/ 

s12916-015-0431-3
11. Pe KCS, Saetung R, Yodsurang V, et al. Triple-negative breast cancer influences a mixed M1/M2 macrophage phenotype associated with tumor 

aggressiveness. PLoS One. 2022;17:e0273044. doi:10.1371/journal.pone.0273044
12. Komohara.Y. KD, Tsukamoto H, Tsukamoto H, et al. Involvement of protumor macrophages in breast cancer progression and characterization of 

macrophage phenotypes. Cancer Sci. 2023;114(6):2220–2229. doi:10.1111/cas.15751
13. Mehta AK, Kadel S, Townsend MG, et al. Macrophage biology and mechanisms of immune suppression in breast cancer. Review Front Immunol. 

2021;12:643771. doi:10.3389/fimmu.2021.643771
14. Wang H, Yung M, Ngan H, et al. The impact of the tumor microenvironment on macrophage polarization in cancer metastatic progression. Int J mol 

Sci. 2021;22:12.
15. Wang C, Lin Y, Zhu H, et al. The prognostic and clinical value of tumor-associated macrophages in patients with breast cancer: a systematic review 

and meta-analysis. Front Oncol. 2022;12:905846. doi:10.3389/fonc.2022.905846
16. Hollmen M, Roudnicky F, Karaman S, Detmar M. Characterization of macrophage–cancer cell crosstalk in estrogen receptor positive and triple- 

negative breast cancer. Sci Rep. 2015;5:9188. doi:10.1038/srep09188

Breast Cancer: Targets and Therapy 2025:17                                                                                   https://doi.org/10.2147/BCTT.S493085                                                                                                                                                                                                                                                                                                                                                                                                    223

Oner et al

Powered by TCPDF (www.tcpdf.org)Powered by TCPDF (www.tcpdf.org)

https://doi.org/10.1016/j.ctrv.2022.102375
https://doi.org/10.1016/S1470-2045(20)30328-4
https://doi.org/10.1016/S1470-2045(20)30328-4
https://doi.org/10.1016/j.cell.2016.12.022
https://doi.org/10.1016/j.lfs.2022.120572
https://doi.org/10.3389/fimmu.2020.583084
https://doi.org/10.3389/fimmu.2020.583084
https://doi.org/10.1016/j.ctarc.2020.100207
https://doi.org/10.1002/jcb.25895
https://doi.org/10.1016/j.celrep.2022.110865
https://doi.org/10.1186/s12916-015-0431-3
https://doi.org/10.1186/s12916-015-0431-3
https://doi.org/10.1371/journal.pone.0273044
https://doi.org/10.1111/cas.15751
https://doi.org/10.3389/fimmu.2021.643771
https://doi.org/10.3389/fonc.2022.905846
https://doi.org/10.1038/srep09188


17. Levano KS, Jung EH, Kenny PA. Breast cancer subtypes express distinct receptor repertoires for tumor-associated macrophage derived cytokines. 
Biochem Biophys Res Commun. 2011;411:107–110. doi:10.1016/j.bbrc.2011.06.102

18. Ye JH, Wang XH, Shi JJ, et al. Tumor-associated macrophages are associated with response to neoadjuvant chemotherapy and poor outcomes in 
patients with triple-negative breast cancer. J Cancer. 2021;12(10):2886–2892. doi:10.7150/jca.47566

19. S.m.a. M, A.h.s. L, Paish EC, et al. Tumor-infiltrating macrophages and clinical outcome in breast cancer. J Clin Pathol. 2012;65:159–163. 
doi:10.1136/jclinpath-2011-200355

20. Mohammed ZM, Going JJ, Edwards J, et al. The relationship between components of tumor inflammatory cell infiltrate and clinicopathological 
factors and survival in patients with primary operable invasive ductal breast cancer. Br J Cancer. 2012;107:864–873. doi:10.1038/bjc.2012.347

21. Gwak JM, Jang MH, Kim D, et al. Prognostic value of tumor-associated macrophages according to histologic locations and hormone receptor status 
in breast cancer. PLoS One. 2015;10(4):e0125728. doi:10.1371/journal.pone.0125728

22. Liu H, Wang J, Liu Z, et al. Jagged1 modulated tumor-associated macrophage differentiation predicts poor prognosis in patients with invasive 
micropapillary carcinoma of the breast. Med. 2017;96:e6663,10.

23. Yuan ZY, Luo RZ, Peng RJ, et al. High infiltration of tumor-associated macrophages in triple-negative breast cancer is associated with a higher risk 
of distant metastasis. Onco Targets Ther. 2014;7:475.

24. Zhao X, J. Q, Sun Y, et al. Prognostic significance of tumor-associated macrophages in breast cancer: a meta-analysis of the literature. Oncotarget. 
2017;8(18):30576–30586. doi:10.18632/oncotarget.15736

25. C. N, Yang L, Q. X, et al. CD68- and CD163-positive tumor infiltrating macrophages in non-metastatic breast cancer: a retrospective study and 
meta-analysis. J Cancer. 2019;10(19):4463–4472. doi:10.7150/jca.33914

26. Yamamoto K, Makino T, Sato E, et al. Tumor-infiltrating M2 macrophage in pretreatment biopsy sample predicts response to chemotherapy and 
survival in esophageal cancer. Cancer Sci. 2020;111(4):1103–1112. doi:10.1111/cas.14328

27. Ward R, Sims AH, Lee A, et al. Monocytes and macrophages, implications for breast cancer migration and stem cell-like activity and treatment. 
Oncotarget. 2015;6(16):14687–14699. doi:10.18632/oncotarget.4189

28. Buldakov M, Zavyalova M, Krakhmal N, et al. CD68+, but not stabilin-1+ tumor associated macrophages in gaps of ductal tumor structures 
negatively correlate with the lymphatic metastasis in human breast cancer. Immunobiology. 2017;222(1):31–38. doi:10.1016/j.imbio.2015.09.011

29. Medrek C, Ponten F, Jirstrom K, et al. The presence of tumor associated macrophages in tumor stroma as a prognostic marker for breast cancer 
patients. BMC Cancer. 2012;12:306. doi:10.1186/1471-2407-12-306

30. Munir MT, Kay M, Kang MH, et al. Tumor-associated macrophages as multifaceted regulators of breast tumor growth. Int J mol Sci. 2021;22 
(12):6526. doi:10.3390/ijms22126526

31. Jeong H, Hwang I, Kang SH, et al. Tumor-associated macrophages as potential prognostic biomarkers of invasive breast cancer. J Breast Cancer. 
2019;22(1):38–51. doi:10.4048/jbc.2019.22.e5

32. Tiainen S, Tumelius R, Rilla K, et al. High numbers of macrophages, especially M2-like (CD163-positive), correlate with hyaluronan accumulation 
and poor outcome in breast cancer. Histopathology. 2015;66(6):873–883. doi:10.1111/his.12607

33. Zwager MC, Bense R, Waaijer S, et al. Assessing the role of tumour-associated macrophage subsets in breast cancer subtypes using digital image 
analysis. Breast Cancer Res Treat. 2023;198(1):11–22. doi:10.1007/s10549-022-06859-y

34. Tao S, Zhao Z, Zhang X, et al. The role of macrophages during breast cancer development and response to chemotherapy. Clin Transl Oncol. 
2020;22:1938–1951. doi:10.1007/s12094-020-02348-0

35. B. X, Sun H, Song X, et al. Mapping the tumor microenvironment in TNBC and deep exploration for M1 macrophages-associated prognostic genes. 
Front Immunol. 2022;13:923481. doi:10.3389/fimmu.2022.923481

36. Gómez V, Eykyn TR, Mustapha R, et al. Breast cancer–associated macrophages promote tumorigenesis by suppressing succinate dehydrogenase in 
tumor cells. Sci Signal. 2020;13:eaax4585. doi:10.1126/scisignal.aax4585

37. Wyckoff J, Wang W, Y. LE, et al. A paracrine loop between tumor cells and macrophages is required for tumor cell migration in mammary tumors. 
Cancer Res. 2004;64:7022–7029. doi:10.1158/0008-5472.CAN-04-1449

38. Gottfried E, Kunz-Schughart LA, Weber A, et al. Expression of CD68 in non-myeloid cell types. Scandinavian J Immunol. 2008;67:453–463. 
doi:10.1111/j.1365-3083.2008.02091.x

39. Mou W, Y. X, Ye Y, et al. Expression of Sox2 in breast cancer cells promotes the recruitment of M2 macrophages to tumor microenvironment. 
Cancer Lett. 2015;358:115–123. doi:10.1016/j.canlet.2014.11.004

40. Sousa S, Brion R, Lintunen M, et al. Human breast cancer cells educate macrophages toward the M2 activation status. Breast Cancer Res. 
2015;17:101. doi:10.1186/s13058-015-0621-0

41. Oner G, Broeckx G, Van Berckelaer C, et al. The immune microenvironment characterisation and dynamics in hormone receptor-positive breast 
cancer before and after neoadjuvant endocrine therapy. Cancer Med. 2023;12(17):17901–17913. doi:10.1002/cam4.6425

Breast Cancer: Targets and Therapy                                                                                           

Publish your work in this journal 
Breast Cancer - Targets and Therapy is an international, peer-reviewed open access journal focusing on breast cancer research, identification of 
therapeutic targets and the optimal use of preventative and integrated treatment interventions to achieve improved outcomes, enhanced survival 
and quality of life for the cancer patient. The manuscript management system is completely online and includes a very quick and fair peer-review 
system, which is all easy to use. Visit http://www.dovepress.com/testimonials.php to read real quotes from published authors.  

Submit your manuscript here: https://www.dovepress.com/breast-cancer—targets-and-therapy-journal

Breast Cancer: Targets and Therapy 2025:17 224

Oner et al                                                                                                                                                                           

Powered by TCPDF (www.tcpdf.org)Powered by TCPDF (www.tcpdf.org)

https://doi.org/10.1016/j.bbrc.2011.06.102
https://doi.org/10.7150/jca.47566
https://doi.org/10.1136/jclinpath-2011-200355
https://doi.org/10.1038/bjc.2012.347
https://doi.org/10.1371/journal.pone.0125728
https://doi.org/10.18632/oncotarget.15736
https://doi.org/10.7150/jca.33914
https://doi.org/10.1111/cas.14328
https://doi.org/10.18632/oncotarget.4189
https://doi.org/10.1016/j.imbio.2015.09.011
https://doi.org/10.1186/1471-2407-12-306
https://doi.org/10.3390/ijms22126526
https://doi.org/10.4048/jbc.2019.22.e5
https://doi.org/10.1111/his.12607
https://doi.org/10.1007/s10549-022-06859-y
https://doi.org/10.1007/s12094-020-02348-0
https://doi.org/10.3389/fimmu.2022.923481
https://doi.org/10.1126/scisignal.aax4585
https://doi.org/10.1158/0008-5472.CAN-04-1449
https://doi.org/10.1111/j.1365-3083.2008.02091.x
https://doi.org/10.1016/j.canlet.2014.11.004
https://doi.org/10.1186/s13058-015-0621-0
https://doi.org/10.1002/cam4.6425
https://www.dovepress.com
http://www.dovepress.com/testimonials.php
https://www.facebook.com/DoveMedicalPress/
https://twitter.com/dovepress
https://www.linkedin.com/company/dove-medical-press
https://www.youtube.com/user/dovepress

	Introduction
	Materials and Methods
	Patients and Clinical Data Selection
	Immunohistochemistry and Macrophage Quantification
	Treatment and Chemotherapy Response
	Stromal Tumor-Infiltrating Lymphocytes (sTIL)
	Residual Cancer Burden Index
	Peripheral Blood Parameters
	Statistical Analysis

	Results
	Clinicopathological Characteristics
	CD68+ TAMs Change in the Immune Microenvironment Before and After NAC
	CD 163+ TAMs Change in the Immune Microenvironment Before and After NAC
	Continuous Variable Analysis of TAM Correlation With NAC Response
	Correlation of TAMs With Various Clinicopathological Features

	Discussion
	Conclusion
	Ethics Approval
	Funding
	Disclosure

