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Abstract: Cervical cancer progression is not solely driven by persistent human papillomavirus (HPV) infection but is profoundly 
influenced by the local immune microenvironment, particularly chronic cytokine imbalances. Unlike the acute cytokine storms 
observed in infections or sepsis, cervical cancer is characterized by a persistent, low-grade, “smoldering inflammatory response” 
that fuels tumor initiation, progression, and immune evasion. Pro-inflammatory cytokines such as IL-6, IL-1β, TNF-α, and IL-8 sustain 
a tumor-supportive milieu, promoting angiogenesis, epithelial-mesenchymal transition, and resistance to apoptosis, while immuno-
suppressive cytokines like IL-10 and TGF-β dampen anti-tumor immune responses and facilitate immune escape. This review explores 
chronic cytokine dysregulation in cervical cancer, examining how the prolonged, dysregulated cytokine network shapes the tumor 
microenvironment, remodels stromal interactions, and influences immune cell recruitment and function. We highlight key cytokines 
involved in these processes and discuss their clinical significance as potential diagnostic, prognostic, and predictive biomarkers. 
Understanding these sustained inflammatory processes is critical because they represent a distinct biological landscape compared to 
acute inflammatory reactions and offer unique windows for therapeutic intervention. The paper reviewed emerging therapeutic 
strategies targeting these chronic cytokine pathways, including cytokine blockade, immune modulation, and combination approaches 
integrating immunotherapies or nanomedicine. Addressing chronic cytokine dysregulation holds promise for improving cervical cancer 
management and patient outcomes. 
Keywords: cytokine storm, cervical cancer, inflammation, therapeutic targets, biomarkers

Introduction
Cervical cancer is the fourth most common cancer among women worldwide, with an estimated 604,000 new cases and 
342,000 deaths annually, particularly in low-resource settings.1 Persistent infection with high-risk human papillomavirus 
(HPV) is the primary etiological factor for cervical cancer, initiating a cascade of molecular events that lead to cellular 
transformation.2 Chronic inflammation triggered by HPV infection plays a central role in the progression from normal 
cervical epithelium to precancerous lesions and, ultimately, invasive cervical cancer.3,4 While the immune system 
typically attempts to control and eliminate HPV infection, prolonged exposure to the virus often results in immune 
dysregulation, fostering an environment conducive to tumorigenesis. One of the key manifestations of this immune 
dysregulation is the cytokine storm, an excessive and uncontrolled release of pro-inflammatory cytokines that contributes 
significantly to the progression of cervical cancer.5,6 Cytokines are signaling proteins produced by various immune and 
non-immune cells that regulate the immune response and mediate cell signaling. In the context of cervical cancer, 
cytokines such as IL-6, IL-1β, TNF-α, and IL-8 play essential roles in driving inflammation and immune responses. 
When released in excessive amounts, these cytokines can promote tumor cell proliferation, survival, and invasion. The 
tumor microenvironment (TME) in cervical cancer is often characterized by a sustained inflammatory response, which is 
not only driven by HPV but also by the immune cells infiltrating the tumor. Cytokine storm in this context fosters an 
environment that enhances tumor progression by inducing angiogenesis, facilitating epithelial-to-mesenchymal transition 
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(EMT), and promoting immune evasion mechanisms. This persistent inflammatory response creates a vicious cycle that 
accelerates the development and spread of the cancer.7–10

Cervical cancer arises primarily due to persistent infection with high-risk human papillomavirus (HPV) types, 
notably HPV-16 and HPV-18. While the viral oncogenes E6 and E7 disrupt p53 and Rb tumor suppressor pathways, 
the local immune environment, shaped by chronic inflammation, critically modulates disease progression. 
Cytokines — small signaling proteins orchestrating immune responses — become persistently dysregulated in the 
cervical microenvironment, tipping the balance towards tumor-promoting inflammation, immune escape, and 
angiogenesis.1 It is crucial to distinguish the chronic inflammatory milieu of cancer from the acute cytokine storms 
seen in severe infections or sepsis. Acute cytokine storms are rapid, systemic, and overwhelming immune responses 
marked by surges of IL-6, TNF-α, and other mediators, often leading to multiorgan failure and death. In contrast, 
cervical cancer is characterized by a persistent, low-level, “smoldering” inflammatory response, where chronic, 
localized cytokine imbalances subtly reprogram the tumor microenvironment over time. This chronic state drives long- 
term processes such as angiogenesis, immune evasion, and metastasis, shaping a fundamentally different biological 
and therapeutic landscape than acute inflammation.11–13

Recent research has identified cytokine storm as a central factor in the development and metastasis of cervical 
cancer. Cytokine storm is often associated with adverse outcomes in various cancers, including cervical cancer. 
High levels of cytokines like IL-6 and TNF-α have been linked to poor prognosis, tumor invasiveness, and 
resistance to therapy. Moreover, the dysregulated cytokine production in the TME can suppress anti-tumor 
immunity, leading to immune escape. Tumor-associated macrophages (TAMs), myeloid-derived suppressor cells 
(MDSCs), and regulatory T cells (Tregs) are recruited to the tumor site by cytokines, further enhancing immune 
suppression and tumor survival. This results in a microenvironment that supports not only the growth of cervical 
cancer cells but also their ability to metastasize to distant organs.11–13 Cytokine storm in cervical cancer is also 
intricately linked with the epithelial-to-mesenchymal transition (EMT), a process that allows tumor cells to acquire 
migratory and invasive properties. This transition is strongly influenced by inflammatory cytokines, particularly IL- 
6 and IL-8, which activate the Janus kinase/signal transducer and activator of transcription (JAK/STAT) and nuclear 
factor kappa-light-chain-enhancer of activated B cells (NF-κB) pathways. These pathways induce the expression of 
various genes that promote cell mobility and invasion, allowing cancer cells to escape the primary tumor site and 
establish secondary metastases. As a result, cytokine storm not only accelerates local tumor growth but also 
enhances the ability of cervical cancer cells to spread to other organs, further complicating treatment efforts.14–17 

The recognition of cytokine storm as a significant player in cervical cancer pathogenesis has opened new avenues 
for therapeutic intervention. Targeting specific cytokines or their signaling pathways represents a promising strategy 
to disrupt the inflammatory cascade that sustains tumor growth and metastasis. Several cytokine inhibitors are 
already in clinical use or under investigation for their potential in treating cancer. For example, monoclonal 
antibodies such as tocilizumab, which targets IL-6, and infliximab, which targets TNF-α, have shown promise in 
reducing inflammation and improving outcomes in various cancers. Additionally, small molecule inhibitors target-
ing the JAK/STAT and NF-κB pathways are being explored for their ability to modulate cytokine production and 
inhibit tumor growth.18

Despite significant progress in understanding cytokine dysregulation in cervical cancer, several critical questions 
remain unanswered. Identifying the optimal biomarkers for early detection of chronic cytokine imbalances is still a major 
challenge, as current markers lack sensitivity and specificity for the subtle, smoldering inflammatory state characteristic 
of tumor progression. Additionally, personalizing cytokine-targeting therapies to accommodate the diverse cytokine 
profiles and immune landscapes across patient subsets remains an unmet need, requiring more refined diagnostic tools 
and stratification strategies. Furthermore, the dynamic interplay between HPV integration and host cytokine signaling 
over time is poorly understood—specifically how viral oncogenes modulate cytokine networks to promote immune 
evasion and tumor progression. Addressing these gaps through longitudinal studies, advanced molecular profiling, and 
integrated multi-omics approaches will be essential for translating cytokine biology into effective, personalized inter-
ventions in cervical cancer care.
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Aim
The aim of this review is to explore the mechanisms underlying cytokine storm in cervical cancer, its impact on tumor 
progression and metastasis, and to identify potential biomarkers and therapeutic targets for modulating the inflammatory 
response.

Review Methods
The review on cytokine storm modulation in cervical cancer involved a comprehensive, systematic approach to gathering 
and analyzing relevant scientific literature. The methodology adopted for this review was designed to ensure that a wide 
range of sources were evaluated, including studies on the mechanisms of cytokine storms, their role in tumor progression, 
immune modulation, and therapeutic strategies. The review was conducted by reviewing primary research articles, 
clinical trials, meta-analyses, and review articles published in reputable journals. The overall aim was to provide an in- 
depth understanding of the cytokine storm’s impact on cervical cancer and its potential as a therapeutic target.

Literature Search Strategy
The literature search was conducted using electronic databases such as PubMed, Google Scholar, and Scopus. Relevant 
keywords and search terms such as “cytokine storm”, “cervical cancer”, “tumor progression”, “immune dysregulation”, 
“biomarkers”, “therapeutic targets”, and “immune checkpoint inhibition” were used to retrieve studies published between 
2000 and 2024. Studies were selected based on their relevance to the topic, focusing on cervical cancer and the 
inflammatory cytokine network. Articles that explored cytokine storm mechanisms in other cancers or immune diseases 
were also included if they provided valuable insights applicable to cervical cancer.

Inclusion and Exclusion Criteria
The inclusion criteria for the review consisted of peer-reviewed articles that:

1. Investigated the role of cytokine storm in cervical cancer, including mechanisms of inflammation, immune 
dysregulation, and tumor progression.

2. Explored therapeutic strategies targeting cytokine storm, including immunotherapies and other cytokine- 
modulating treatments.

3. Provided data on the effects of cytokines and immune cells in the cervical cancer microenvironment, as well as 
their correlation with clinical outcomes.

4. Included original research, clinical trials, and meta-analyses.

Exclusion criteria involved:

1. Studies unrelated to cervical cancer or cytokine modulation in cancer.
2. Articles published in non-peer-reviewed journals.
3. Studies that did not provide original data or lacked clinical relevance.

Mechanisms of Cytokine Storm in Cervical Cancer
Cytokine storm is a pathological phenomenon characterized by an overwhelming and uncontrolled release of pro- 
inflammatory cytokines into the bloodstream, resulting in widespread tissue inflammation and immune 
dysregulation.19 In the context of cervical cancer, cytokine storm plays a central role in tumor progression, metastasis, 
and immune evasion. Persistent infection with high-risk human papillomavirus (HPV), particularly types 16 and 18, is 
the primary cause of cervical cancer, and the resulting chronic inflammation is a driving force behind the inflammatory 
microenvironment that fuels tumor growth. This inflammatory response is often exacerbated by an imbalance in immune 
signaling, triggering a cascade of cytokine release that can lead to a cytokine storm.20–22 The cytokines most implicated 
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in this process are interleukin-6 (IL-6), tumor necrosis factor-alpha (TNF-α), interleukin-1β (IL-1β), and interleukin-8 
(IL-8). These cytokines are produced by various immune and non-immune cells, such as tumor-associated macrophages 
(TAMs), myeloid-derived suppressor cells (MDSCs), and even the tumor cells themselves. In cervical cancer, the HPV- 
driven chronic inflammation creates an environment where these cytokines are perpetually upregulated, contributing to 
tumor progression by promoting various pro-tumorigenic processes.23,24 IL-6 is a key driver of cytokine storm in cervical 
cancer. It is produced by tumor cells, macrophages, and other stromal cells in the tumor microenvironment (TME). IL-6 
signals through its receptor, IL-6R, activating the Janus kinase/signal transducer and activator of transcription (JAK/ 
STAT) pathway, leading to the activation of STAT3. The STAT3 pathway is critical in cervical cancer progression, as it 
promotes cell proliferation, survival, and resistance to apoptosis. IL-6 also contributes to tumor angiogenesis by 
upregulating vascular endothelial growth factor (VEGF), further supporting tumor growth. Additionally, IL-6 induces 
the differentiation of MDSCs and Tregs, immune cells that contribute to immune suppression in the TME. This enhances 
the tumor’s ability to evade immune surveillance, creating a favorable environment for tumor survival.25–29

TNF-α is another pro-inflammatory cytokine that plays a critical role in the development of cytokine storm in cervical 
cancer. TNF-α is produced by both immune cells and cancer cells within the TME and binds to its receptors (TNFR1 and 
TNFR2) on target cells. The activation of TNFR1 triggers the nuclear factor-kappa B (NF-κB) pathway, which leads to 
the transcription of genes that promote inflammation, cell survival, and invasion. NF-κB also induces the production of 
matrix metalloproteinases (MMPs), which degrade the extracellular matrix and facilitate tumor cell invasion and 
metastasis. Additionally, TNF-α promotes the recruitment of neutrophils and macrophages to the tumor site, further 
intensifying the inflammatory response. This persistent inflammatory environment aids tumor progression and immune 
evasion by suppressing anti-tumor immunity and enhancing tumor cell plasticity.30–35 IL-1β also plays a significant role 
in cytokine storm in cervical cancer. It is a potent pro-inflammatory cytokine released primarily by activated macro-
phages in response to danger signals such as HPV infection. IL-1β activates the NF-κB and mitogen-activated protein 
kinase (MAPK) pathways, which contribute to the inflammatory microenvironment of the TME. Elevated IL-1β levels 
are associated with increased tumor cell proliferation, invasion, and resistance to apoptosis. Additionally, IL-1β induces 
the secretion of other pro-inflammatory cytokines and chemokines that further recruit immune cells to the tumor site, 
perpetuating the inflammatory cycle. This cytokine not only contributes to local tumor growth but also facilitates distant 
metastasis by altering the behavior of tumor cells and enhancing their invasive potential (Table 1).36–38

Table 1 Summary of Key Cytokines, Their Roles, and Related Clinical Applications in Cervical Cancer

Cytokine Major Role in Cervical Cancer Clinical Application / Relevance

IL-6 Promotes chronic inflammation, angiogenesis, epithelial- 
mesenchymal transition (EMT), and tumor growth

Investigational target for monoclonal antibodies (eg, tocilizumab); 
potential prognostic biomarker for disease progression

IL-10 Immunosuppression, inhibition of antigen-presenting cell 
function, promotes immune escape

Candidate biomarker for poor prognosis; potential target to enhance 
immunotherapy responses

TGF-β Promotes tumor invasion, EMT, immune suppression, and 
fibrosis

Targeted inhibitors under investigation; biomarker for aggressive 
tumor phenotypes

TNF-α Sustains inflammatory microenvironment, enhances 
angiogenesis, can paradoxically promote tumor survival

Dual role in tumor promotion and immune activation; being explored 
in combination immunotherapies

IL-8 Stimulates angiogenesis, enhances tumor cell migration and 
invasion

Elevated serum levels under investigation as predictive marker; 
potential target for anti-angiogenic therapies

IFN-γ Antitumor immune response, activates cytotoxic T cells and 
NK cells

Low levels linked to poor immune responses; biomarker for 
immunotherapy responsiveness

VEGF Key driver of angiogenesis, promotes vascular permeability 
and tumor neovascularization

Established target of anti-angiogenic therapies (eg, bevacizumab) in 
cervical cancer
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IL-8, another key player in cytokine storm, is predominantly produced by tumor cells, macrophages, and endothelial 
cells in the TME. IL-8 is a potent chemokine that recruits neutrophils, monocytes, and other immune cells to the tumor site, 
contributing to the chronic inflammatory response. IL-8 also promotes angiogenesis by activating the NF-κB and mitogen- 
activated protein kinase (MAPK) pathways, leading to the upregulation of VEGF. The increased blood supply supports 
tumor growth and provides a route for metastasis. Furthermore, IL-8 has been shown to enhance the migration and invasion 
of cervical cancer cells, supporting the epithelial-to-mesenchymal transition (EMT) process, which is a critical step in 
cancer metastasis.39–41 The combination of these cytokines creates a positive feedback loop that perpetuates the cytokine 
storm and exacerbates the inflammatory tumor microenvironment. Tumor cells, along with infiltrating immune cells, 
continuously produce cytokines that not only sustain the inflammatory response but also induce immune suppression. 
Regulatory T cells (Tregs) and MDSCs, recruited to the TME by cytokines, inhibit the activity of cytotoxic T lymphocytes 
and natural killer (NK) cells, both of which are essential for anti-tumor immunity. This immune suppression promotes the 
survival and expansion of cancer cells, further contributing to tumor progression and metastasis.42 Moreover, cytokine 
storm in cervical cancer contributes to the disruption of the extracellular matrix (ECM), which facilitates the invasion and 
migration of tumor cells. This is particularly significant in the context of EMT, a process that allows epithelial cells to 
acquire mesenchymal characteristics, including increased motility and invasiveness. Pro-inflammatory cytokines, such as 
IL-6, IL-8, and TNF-α, activate signaling pathways that induce EMT, enabling cervical cancer cells to migrate from the 
primary site and invade surrounding tissues. The cytokine-mediated remodeling of the ECM also creates pathways for 
tumor cells to enter the bloodstream and lymphatic system, facilitating metastasis to distant organs (Figure 1).43,44

Dual Roles and Context-Dependent Functions of Cytokines in Cervical 
Cancer
Cytokines in cervical cancer often exhibit dual and context-dependent roles that complicate their biological interpretation and 
therapeutic targeting. Many cytokines traditionally classified as pro-inflammatory or anti-inflammatory can paradoxically 
promote or inhibit tumor progression depending on the tumor stage, cellular context, and microenvironmental cues. For 
example, TNF-α, while known for its capacity to induce tumor cell death and stimulate antitumor immunity, can also enhance 
tumor survival by promoting chronic inflammation, angiogenesis, and metastatic potential in cervical cancer. Similarly, TGF-β 
plays a complex role; it acts as a tumor suppressor in early stages by inhibiting cell proliferation but switches to a tumor- 
promoting factor in advanced disease through inducing epithelial-mesenchymal transition (EMT), immune suppression, and 
stromal remodeling. IL-6, a major driver of chronic inflammation, can promote tumor growth and immune evasion, yet it also 
supports acute immune activation under different conditions. This functional plasticity underscores the importance of 

Figure 1 Cytokine Signaling in Cervical Cancer.
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understanding the temporal and spatial dynamics of cytokine signaling within the tumor microenvironment. Such duality 
presents a significant challenge for therapeutic development, as indiscriminate cytokine blockade might disrupt beneficial 
immune functions or fail to account for shifting cytokine roles during disease progression. Therefore, cytokine-targeting 
strategies must be carefully designed with context-specific insights, potentially combining inhibitors with immune checkpoint 
modulators or personalized approaches based on cytokine profiling. Ultimately, deciphering these nuanced roles is critical for 
leveraging cytokines as both biomarkers and therapeutic targets in cervical cancer (Figure 2).40–44

Role of Cytokine Storm in Tumor Progression and Metastasis in Cervical 
Cancer
The cytokine storm in cervical cancer plays a critical role in tumor progression and metastasis by promoting a chronic 
inflammatory environment within the tumor microenvironment (TME). In this condition, an excessive release of pro- 
inflammatory cytokines, such as interleukin-6 (IL-6), tumor necrosis factor-alpha (TNF-α), interleukin-1β (IL-1β), and 
interleukin-8 (IL-8), triggers a cascade of molecular events that foster tumor growth, immune evasion, and metastasis. The 
sustained inflammatory response is a key factor in the progression of cervical cancer, especially in cases driven by persistent 
infection with high-risk strains of human papillomavirus (HPV), which are the primary cause of this malignancy. Chronic 
HPV-induced inflammation creates an ideal environment for the activation of pro-tumorigenic signaling pathways that 
support tumor cell proliferation, survival, and resistance to therapy.39,40 One of the central roles of cytokine storm in cervical 
cancer is the enhancement of angiogenesis, the process through which new blood vessels are formed to supply the growing 
tumor. This is primarily driven by IL-6 and IL-8, two potent cytokines involved in the recruitment of endothelial cells to the 
tumor site. IL-6 is known to activate the JAK/STAT pathway, resulting in the upregulation of angiogenic factors such as 
vascular endothelial growth factor (VEGF). VEGF induces endothelial cell proliferation and the formation of blood vessels, 
providing tumors with the oxygen and nutrients necessary for continued growth. Similarly, IL-8, through its action on 
endothelial cells, stimulates angiogenesis and increases vascular permeability, contributing to the structural changes in the 
tumor vasculature that promote tumor expansion. These enhanced blood supply pathways not only support the tumor’s 
metabolic demands but also facilitate the spread of tumor cells to distant organs, further promoting metastasis.41,42

Cytokine storm in cervical cancer also significantly impacts tumor invasion and metastasis through its influence on 
the extracellular matrix (ECM). The ECM provides structural support to tissues and regulates cell behavior; however, its 
disruption is a hallmark of metastatic cancer. Pro-inflammatory cytokines such as TNF-α and IL-1β play a crucial role in 
the degradation of the ECM by upregulating matrix metalloproteinases (MMPs). MMPs are enzymes that break down the 
components of the ECM, enabling cancer cells to invade surrounding tissues and migrate into the bloodstream or 

Figure 2 Cytokine- Driven Immune Evasion in Cervical Cancer.
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lymphatic vessels. This process, known as epithelial-to-mesenchymal transition (EMT), is essential for the ability of 
cervical cancer cells to detach from the primary tumor and invade distant tissues. Cytokines like IL-6 and TNF-α activate 
signaling pathways that induce EMT, leading to enhanced tumor cell motility and invasiveness. As a result, tumor cells 
become more adept at spreading to distant sites, particularly to the lungs, liver, and lymph nodes.43,44

Moreover, cytokine storm contributes to tumor progression by modulating the immune response within the TME. In the 
context of cervical cancer, cytokines such as IL-6 and IL-10 promote the recruitment and activation of immune cells that 
support tumor growth and suppress anti-tumor immunity. Regulatory T cells (Tregs) and myeloid-derived suppressor cells 
(MDSCs) are key immune cells recruited by cytokines that play a pivotal role in immune suppression. Tregs inhibit the 
function of cytotoxic T cells and natural killer (NK) cells, both of which are essential for the immune system’s ability to 
target and eliminate tumor cells. MDSCs, on the other hand, suppress the activity of both T cells and NK cells and promote 
tumor cell proliferation. By expanding the population of these immunosuppressive cells, cytokine storm reduces the 
effectiveness of the immune system’s surveillance and response to the tumor. This immune evasion is a key factor in 
cervical cancer progression, allowing the tumor to grow unchecked and resist treatment.37,38 Additionally, the inflammatory 
environment induced by cytokine storm in cervical cancer supports tumor cell survival and resistance to apoptosis. Pro- 
inflammatory cytokines activate anti-apoptotic signaling pathways that protect tumor cells from programmed cell death. For 
example, IL-6 activates the JAK/STAT3 pathway, leading to the upregulation of survival factors such as Bcl-2 and Mcl-1, 
which inhibit apoptotic processes. IL-6 also increases the expression of anti-apoptotic proteins like survivin, further 
enhancing the survival of cervical cancer cells. By suppressing apoptosis, cytokine storm ensures the survival of tumor 
cells, even in the face of therapeutic interventions such as chemotherapy or radiation therapy. This resistance to cell death 
contributes to the persistence and progression of the disease.36,45 Cytokine storm is also involved in the alteration of immune 
cell function in cervical cancer. The release of IL-1β, TNF-α, and IL-6 leads to the activation of myeloid-derived suppressor 
cells (MDSCs) and regulatory T cells (Tregs), which in turn inhibit the activity of cytotoxic T lymphocytes (CTLs) and 
natural killer (NK) cells. These immune cells play crucial roles in identifying and destroying tumor cells. However, when 
they are suppressed by MDSCs and Tregs, the immune system’s ability to effectively eliminate tumor cells is compromised, 
further enabling tumor progression and metastasis. The excessive inflammatory environment also hinders the ability of 
dendritic cells to effectively present antigens to T cells, further dampening the immune response. Consequently, the failure of 
immune surveillance allows the tumor to persist and spread to other parts of the body (Figure 3).43,44

Figure 3 Cytokine Balance in Cervical Cancer Dictates Tumor Fate.
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Potential Biomarkers of Cytokine Storm in Cervical Cancer
Identifying biomarkers associated with cytokine storm is essential for improving early diagnosis, monitoring disease 
progression, and predicting therapeutic outcomes in patients with cervical cancer. Various cytokines, signaling pathways, 
and immune cell populations contribute to the pathophysiology of cervical cancer and serve as potential biomarkers for 
the cytokine storm phenomenon. One of the most studied cytokines in cervical cancer and cytokine storm is Interleukin-6 
(IL-6). This cytokine plays a central role in inflammation, immune regulation, and cancer progression. Elevated levels of 
IL-6 in the serum of cervical cancer patients have been correlated with poor prognosis, advanced tumor stage, and 
increased risk of metastasis. IL-6 activates the JAK/STAT3 signaling pathway, which promotes tumor cell survival, 
angiogenesis, and immune evasion. Moreover, high levels of IL-6 can enhance the expression of other pro-inflammatory 
cytokines and promote the recruitment of immune cells that contribute to the tumor’s inflammatory microenvironment. 
As a biomarker, IL-6 levels could potentially help monitor the intensity of the cytokine storm, the response to treatment, 
and overall patient outcomes. Furthermore, IL-6 could be a therapeutic target, as inhibition of IL-6 signaling has shown 
promise in preclinical models of cervical cancer.28,29,46 Tumor Necrosis Factor-alpha (TNF-α) is another important 
cytokine involved in the cytokine storm in cervical cancer. TNF-α is primarily known for its role in promoting 
inflammation and immune responses, but it also plays a crucial role in the induction of apoptosis, cell proliferation, 
and the regulation of the immune microenvironment. In the context of cervical cancer, elevated levels of TNF-α have 
been found to correlate with aggressive tumor behavior, poor response to therapy, and enhanced tumor metastasis. The 
cytokine contributes to the activation of several key signaling pathways, including NF-kB, which controls the expression 
of genes involved in inflammation, immune cell recruitment, and tumor survival. High levels of TNF-α in patients may 
serve as a predictive biomarker for poor prognosis and disease progression, particularly in advanced stages of cervical 
cancer. Inhibiting TNF-α could provide a promising approach to modulating the cytokine storm and halting tumor 
progression.47–49

Interleukin-8 (IL-8) is another cytokine whose elevated expression plays a significant role in both the cytokine storm 
and tumor metastasis in cervical cancer. IL-8 is a potent chemokine that plays an essential role in angiogenesis, 
inflammation, and immune cell recruitment. It is known to promote the recruitment of neutrophils and endothelial 
cells to the tumor site, thereby enhancing angiogenesis and facilitating tumor growth. Additionally, IL-8 can trigger the 
activation of matrix metalloproteinases (MMPs), which degrade the extracellular matrix and enable cancer cells to invade 
surrounding tissues and migrate to distant organs. The expression of IL-8 in cervical cancer has been linked to lymph 
node metastasis and poor clinical outcomes. Serum levels of IL-8 may be useful as a diagnostic and prognostic 
biomarker, helping to monitor disease progression and predict the likelihood of metastasis.39,40,50,51 Another important 
biomarker in the cytokine storm of cervical cancer is C-reactive protein (CRP). CRP is an acute-phase reactant produced 
by the liver in response to inflammation. It is a non-specific marker of systemic inflammation, but elevated CRP levels 
have been strongly associated with the presence of chronic inflammation and tumor progression. In cervical cancer, CRP 
levels are often elevated and correlate with advanced stages of disease, poor treatment response, and shorter overall 
survival. High CRP levels in cervical cancer patients may reflect the systemic inflammatory environment created by the 
cytokine storm and serve as an indicator of the aggressive nature of the tumor. CRP can also be a useful biomarker for 
monitoring the effectiveness of anti-inflammatory or immunomodulatory therapies aimed at controlling cytokine-induced 
inflammation in cancer patients.52–57

Soluble Programmed Cell Death-Ligand 1 (sPD-L1) is an emerging biomarker in cervical cancer that is linked to the 
cytokine storm. PD-L1 is a cell surface protein that inhibits T cell-mediated immune responses by binding to the PD-1 
receptor on T cells, thereby inducing immune tolerance and promoting immune evasion. In cervical cancer, high 
expression of PD-L1 on tumor cells and immune cells within the tumor microenvironment has been associated with 
poor prognosis and resistance to immune checkpoint inhibitors. Soluble PD-L1 (sPD-L1), which is released into the 
bloodstream, has been identified as a potential biomarker for assessing immune dysregulation in cervical cancer patients 
undergoing immune checkpoint blockade therapy. Elevated sPD-L1 levels in the blood can reflect immune evasion 
mechanisms promoted by the cytokine storm and may predict the response to immunotherapies. Furthermore, measuring 
sPD-L1 could help identify patients who may benefit from immune checkpoint inhibitors or other therapies targeting 
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immune dysregulation in cervical cancer.58 Finally, Neutrophil-to-Lymphocyte Ratio (NLR) has gained attention as 
a promising biomarker of inflammation and immune response in cervical cancer. The NLR reflects the balance between 
neutrophils, which are involved in the inflammatory response, and lymphocytes, which are key players in immune 
surveillance and tumor defense. An elevated NLR is associated with poor prognosis, more advanced disease, and 
increased metastatic potential. In the context of the cytokine storm, the NLR may serve as an indicator of the immune 
system’s dysregulated response to the tumor and the extent of the inflammatory microenvironment. As a relatively simple 
and inexpensive biomarker, the NLR may be useful for predicting outcomes, monitoring treatment responses, and 
assessing the efficacy of therapeutic strategies aimed at reducing inflammation and restoring immune balance in cervical 
cancer patients.59–64

Therapeutic Targets for Modulating Cytokine Storm in Cervical Cancer
Cytokine storms are central to the pathophysiology of cervical cancer, driving inflammation, tumor progression, immune 
evasion, and metastasis. As such, targeting the cytokine storm presents a promising strategy for improving the prognosis 
of patients with cervical cancer. Numerous cytokines, immune cells, and signaling pathways play pivotal roles in the 
inflammatory response within the tumor microenvironment, and therapeutic modulation of these factors has the potential 
to mitigate the deleterious effects of excessive cytokine release. This section discusses the key therapeutic targets that can 
be used to modulate cytokine storms in cervical cancer, focusing on cytokines, immune checkpoints, immune cell 
populations, and signaling pathways.25

Targeting IL-6 and IL-6 Receptor Signaling
One of the most well-established cytokines implicated in the cytokine storm of cervical cancer is Interleukin-6 (IL-6). 
Elevated IL-6 levels are strongly associated with disease progression, poor prognosis, and increased metastasis in 
cervical cancer patients. IL-6 contributes to the inflammation within the tumor microenvironment by activating several 
pro-inflammatory pathways, such as the JAK/STAT3 signaling pathway. This pathway promotes tumor cell survival, 
angiogenesis, and immune evasion. Inhibiting IL-6 signaling has emerged as a potential therapeutic strategy in several 
cancers, including cervical cancer. Several approaches can be taken to target IL-6 signaling, including the use of 
monoclonal antibodies against IL-6 or its receptor (IL-6R). For instance, Tocilizumab, a humanized monoclonal antibody 
that blocks the IL-6 receptor, has been used in clinical trials to treat diseases with excessive IL-6 activity, such as 
rheumatoid arthritis. In cervical cancer, targeting IL-6 or IL-6R could potentially reduce inflammation, suppress tumor 
growth, and improve the response to other therapies. Additionally, small molecules that inhibit the JAK/STAT3 pathway, 
which is downstream of IL-6 signaling, are also being explored as therapeutic agents. By blocking this key signaling 
pathway, these inhibitors can disrupt tumor cell proliferation, induce apoptosis, and limit immune evasion 
mechanisms.27,65

TNF-α Inhibition
Tumor Necrosis Factor-alpha (TNF-α) is another critical cytokine involved in cervical cancer’s inflammatory micro-
environment. TNF-α is a potent pro-inflammatory cytokine that plays a role in cell survival, immune response regulation, 
and tumor progression. It also activates the NF-kB pathway, which promotes the expression of genes involved in 
inflammation, cell proliferation, and survival. In cervical cancer, elevated TNF-α levels correlate with advanced tumor 
stages, lymph node metastasis, and poor prognosis. Targeting TNF-α has become an attractive therapeutic strategy, and 
several agents have been developed to block TNF-α activity. Etanercept and Infliximab are examples of biologic agents 
that neutralize TNF-α and are primarily used in autoimmune diseases. These agents have been evaluated in clinical trials 
for cancer treatment, and while their use has shown promise in reducing inflammation and suppressing tumor progres-
sion, their direct effects in cervical cancer remain under investigation. Moreover, inhibiting the TNF-α/NF-kB signaling 
axis could restore immune surveillance and enhance the effectiveness of immune therapies, making TNF-α a potential 
therapeutic target for modulating cytokine storms in cervical cancer.35,66
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Modulation of Immune Checkpoints: PD-1/PD-L1 Blockade
The immune checkpoint pathway involving Programmed Cell Death-1 (PD-1) and its ligand PD-L1 has been a major 
target in cancer immunotherapy. PD-1 is a receptor expressed on the surface of activated T cells, and its interaction with 
PD-L1, which is expressed on tumor cells and immune cells within the tumor microenvironment, leads to immune 
suppression and tumor immune evasion. In cervical cancer, elevated PD-L1 expression is associated with a poor 
prognosis and resistance to immune therapies. The engagement of PD-1 with PD-L1 contributes to the immune 
dysregulation seen in the cytokine storm. Therapeutic strategies that inhibit PD-1 or PD-L1 can potentially restore T-cell- 
mediated immunity and prevent the suppressive effects of the PD-1/PD-L1 axis in the tumor microenvironment. 
Pembrolizumab and Nivolumab are immune checkpoint inhibitors targeting PD-1 that have shown clinical success in 
several cancers, including cervical cancer. These agents have been associated with improved survival outcomes and may 
reduce the inflammatory effects of cytokine storms. Additionally, targeting the PD-L1/PD-1 interaction in combination 
with other immune-modulating therapies, such as cytokine inhibitors, could further enhance the antitumor immune 
response and prevent excessive inflammation.67–69

Targeting IL-8 for Tumor Metastasis and Angiogenesis
Interleukin-8 (IL-8) is a chemokine that promotes inflammation, angiogenesis, and metastasis in cervical cancer. IL-8 is 
involved in the recruitment of neutrophils and endothelial cells to the tumor site, facilitating the formation of new blood 
vessels (angiogenesis) and enhancing cancer cell migration. Additionally, IL-8 promotes the activation of matrix 
metalloproteinases (MMPs), which degrade the extracellular matrix and allow tumor cells to invade surrounding tissues 
and migrate to distant sites. High levels of IL-8 have been associated with lymph node metastasis, poor prognosis, and 
resistance to therapy in cervical cancer. Therapeutic strategies aimed at targeting IL-8 in cervical cancer have been under 
exploration. Monoclonal antibodies against IL-8 or its receptor (CXCR1/CXCR2) could prevent the recruitment of 
immune cells and endothelial cells to the tumor, thereby reducing angiogenesis and metastasis. Moreover, small molecule 
inhibitors targeting the IL-8/CXCR2 signaling pathway have shown promise in preclinical studies, and their clinical 
application in cervical cancer could suppress tumor progression and mitigate the cytokine storm. Combining IL-8 
blockade with other therapies, such as immune checkpoint inhibitors or anti-angiogenic agents, may provide 
a synergistic effect in modulating tumor growth and metastasis.70–72

Targeting the NLRP3 Inflammasome
The NLRP3 inflammasome plays a critical role in the initiation of the cytokine storm in cervical cancer by activating 
caspase-1, which leads to the production of pro-inflammatory cytokines, including IL-1β and IL-18. These cytokines 
contribute to inflammation, tumor growth, and immune suppression. The activation of the NLRP3 inflammasome is 
implicated in various cancers, including cervical cancer, where it may exacerbate the inflammatory environment and 
promote tumor progression. Targeting the NLRP3 inflammasome presents a novel therapeutic strategy for controlling the 
cytokine storm. Several approaches to inhibit the NLRP3 inflammasome are being investigated, including the use of 
small molecule inhibitors and monoclonal antibodies that target key components of the inflammasome complex, such as 
NLRP3 itself or caspase-1. Agents like MCC950 have shown promise in preclinical models by blocking NLRP3 
activation and reducing IL-1β production. In cervical cancer, inhibiting NLRP3 activation could attenuate the inflam-
matory responses that drive tumor progression, improve the response to other treatments, and restore immune balance. 
This approach could be particularly valuable in combination with other therapies targeting cytokine pathways.73–75

Challenges in Translating Cytokine-Targeting Strategies to the Clinic for 
Cervical Cancer
Despite promising insights into the role of chronic cytokine dysregulation in cervical cancer, translating cytokine- 
targeting strategies into effective clinical therapies faces several challenges. One major hurdle is the complexity and 
redundancy of cytokine networks; targeting a single cytokine, such as IL-6 or TGF-β, may not be sufficient because 
multiple, overlapping pathways can compensate, diminishing therapeutic impact. Moreover, chronic inflammation in 
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cervical cancer involves not just tumor cells but also stromal cells, immune cells, and endothelial cells, creating a highly 
interconnected microenvironment where interventions can have unpredictable effects.73 Another significant challenge lies 
in patient heterogeneity. The cytokine profiles of cervical tumors vary widely between individuals, influenced by factors 
such as HPV genotype, genetic background, tumor stage, and prior treatments. This variability complicates the 
identification of universal biomarkers or one-size-fits-all therapies, emphasizing the need for personalized approaches 
and robust patient stratification. Additionally, while preclinical models have provided valuable mechanistic insights, 
many fail to fully replicate the chronic, smoldering inflammation and immune interactions observed in human tumors, 
limiting their predictive power for clinical outcomes.74 Safety concerns remain a key barrier. Cytokines play essential 
roles in normal immune homeostasis, tissue repair, and defense against infections. Broad cytokine blockade risks causing 
unintended immunosuppression or tissue damage, raising the importance of carefully designing targeted or combinatorial 
strategies with acceptable toxicity profiles. Overcoming these challenges will require integrating precision diagnostics, 
combination therapies, and improved clinical trial designs to successfully harness cytokine modulation as a therapeutic 
strategy in cervical cancer.75

Conclusion
Cytokine storm plays a pivotal role in the progression and metastasis of cervical cancer, driving inflammation, immune 
dysregulation, and tumor growth. The complex network of pro-inflammatory cytokines and immune cells within the 
tumor microenvironment not only exacerbates the disease but also contributes to poor prognosis and resistance to 
conventional therapies. Targeting the key components of the cytokine storm—such as IL-6, TNF-α, IL-8, immune 
checkpoint pathways, and the NLRP3 inflammasome—offers a promising therapeutic strategy to mitigate its harmful 
effects and enhance treatment efficacy. Therapeutic agents that target these cytokines and pathways, including mono-
clonal antibodies, small molecules, and immune checkpoint inhibitors, have shown potential in preclinical and clinical 
settings. These strategies can restore immune function, reduce inflammation, and prevent tumor progression, ultimately 
improving the prognosis for patients with cervical cancer. Furthermore, combining cytokine modulation with existing 
therapies such as chemotherapy and immunotherapy could lead to synergistic effects, resulting in more effective and 
personalized treatment options. Future therapeutic strategies should not consider cytokine modulation in isolation but 
rather in combination with established treatments such as chemotherapy, radiotherapy, and immune checkpoint inhibitors, 
to optimize patient responses and prevent therapeutic resistance.
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