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Introduction
Lung cancer is the most commonly diagnosed cancer and the leading cause of
cancer deaths.'? Lung cancers can be divided into two subgroups including small
and non-small cell lung cancer (SCLC and NSCLC).? NSCLC accounts for more
than 85% of all lung cancer cases.'” NSCLC is more often in smokers than in non-
smokers, while SCLC is rarely diagnosed in non-smokers.”> Therefore, the patho-
genesis of NSCLC is more complex than that of SCLC*. Although the long-term
(5-year) survival rate of NSCLC (24%) is much higher than that of SCLC (6%), the
high incidence rate of NSCLC makes it a major cause of cancer-related deaths.™®
Therefore, new treatment approaches are needed for NSCLC.

Since NSCLC is often diagnosed in never-smokers, tumorigenesis of NSCLC
requires the participation of other factors, such as molecular alterations.”* To boost
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the advances in NSCLC treatments, some molecular fac-
tors, such as epidermal growth factor receptor tyrosine
kinase inhibitors (EGFR TKIs), have been demonstrated
as candidates for targeted therapy of NSCLC.”™
However, more specific and efficient targets remain lack.
Recent studies have shown that, circRNAs, as self-closed
RNA transcripts, do not have protein-coding capacity but
affect protein synthesis to participate in cancer biology,'”
suggesting the potential clinical application of circRNAs
in the treatment of cancers. However, functional character-
ization of circRNAs is required prior to clinical
applications.'® Recent studies have reported different
roles of circ-MYBL2 in different cancers. However, the
involvement of circ-MYBL2 in NSCLC is unknown. This
study was carried out to explore the role of circ-MYBL2 in
NSCLC.'*'* We predicted that circ-MYBL2 could interact
with miR-28, which promotes lung cancer.'® We then
studied the crosstalk between circ-MYBL2 and miR-28
in NSCLC.

Materials and Methods

Patient Information
This study enrolled 64 NSCLC patients who w
admitted at Dushu Lake Hospital Affiliated

Soochow University. NSCLC tumor tissues angdmmiacent

during
surgical resection (n
mediated biopsies (n

asients. General clinical data

for all patientSqe listed in Table 1.

Survival Analysis

After admission, a 5-year follow-up study was carried out
to record their survival conditions. All patients were con-
tacted by telephone on a monthly manner. In some cases,
patients were checked during outpatient visit. Survival
condition of each patient at each month was recorded
and saved for subsequent survival analysis.

Table | Clinical Data for Patients

Parameters Cases

Gender (Female %) 26 (40.63%)

Age (Years, mean * SD) 55.80 + 8.31
AJCC stages
AJCC stage Il 19
AJCC stage lll 28
AJCC stage IV 17
Tumor multiplicity
Single tumor 44
Multiple tumors 0

Histological subtypes

Adenocarcinoma

Squamous cell carcinoma
Smokers %
Drinkers %

38 (59.4%)
32 (50.00%)

Cell Culture

e used in this study. RPMI 1640 med-
supplemented with 10% fetal bovine
, Invitrogen, China) were used to cultivate
1299 cells, respectively. Cells were cultivated
t 37°C in a 5% CO, incubator.

Transient Cell Transfection

H1299 and A549 cells were transfected with either
pcDNA3.1- circ-MYBL2 vector or
(Invitrogen, China). Briefly, a 6-well plate was seeded with

miR-28 mimic

these cells at a density of 10° cells per well, and cell culture
was performed overnight. After that, Neon Electroporation
Transfection (Thermo Fisher Scientific) was used to transi-
ently transfect vector or miRNA into cells. Cells were
washed with fresh medium at 6 h after transfection, followed
by cell culture in fresh medium for another 48 h. The same
system was also applied to transfect negative control (NC)
miRNA and empty vector as the control.

RNA Preparations

Total RNAs were isolated using Direct-zol RNA Kit
(ZYMO RESEARCH). DNA removal was performed
using DNase I. Agilent 2100 Bioanalyzer (Agilent
Technologies, USA) was used to analyze RNA quality.
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RT-qPCRs

M-MLV reverse transcriptase (Promega) was used to
reverse transcribe total RNAs (1000 ng) into cDNA sam-
ples, which was used as the template (1 pL per 20 pL
system) to perform qPCRs. 18S rRNA was used as the
internal control to determine the expression levels of circ-
MYBL2. The expression of miR-28 was determined using
the All-in-One™ miRNA gRT-PCR Reagent Kit
(Genecopoeia) with U6 as the endogenous control. The
2 2% method was used to process data as amplification
rate close to 100% was achieved in all cases.

Nuclear Fractionation Assay
H1299 (squamous cell carcinoma) and A549 (adenocarci-
noma) cells were subjected to the preparation of cytosolic
and nuclear samples wusing the Nuclear/Cytosol
Fractionation Kit (BioVision, # K266). All operations
were performed following the manufacturer’s instructions.
Cytosolic and nuclear fractions were prepared by centrifu-
gation at 2500g at 4 °C for 10 min. The supernatant
(cytosolic fraction) and pellet (nuclear fraction) samples
were collected, followed by RNA isolation and RTs
through the same methods mentioned above. Routi

A

elative circ-MYBL2 level
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(Invitrogen) was used to perform PCR reactions to mea-
sure the expression of circ-MYBL2 and GAPDH. After
electrophoresis to separate PCR products, EB staining was
performed, and MyECL imager (Bio-Rad) was used to
take images.

RNA Pull-Down Assay

Biotinylated-labeled miR-28 (Bio-miR-28) and NC (Bio-
NC) were designed and prepared by RiboBio (Guangzhou,
China). Through the aforementioned methods, Bio-miR-28

and Bio-NC were transfected infg 80 and A549 cells.

used to reflect the proliferation of
sfections. Briefly, 3000 cells were seeded
f a 96-well plate. At 48 h post-transfection,
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Figure | Differential expression of circ-MYBL2 and miR-28 in NSCLC predicted the survival of patients. Expression of both circ-MYBL2 (A) and miR-28 (B) in paired
tissues (n = 64) was analyzed by extracting total RNAs from these tissues, followed by RT-qPCR. Survival analysis was carried out to study the role of circ-MYBL2 (C) and

miR-218 (D) in predicting the survival of the 64 patients.
Note: **p < 0.01.
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another 24 h. After that, cells were fixed and incubated
with peroxidase-coupled anti-BrdU-antibody (Sigma-
Aldrich) for 60 min. Following PBS washing, peroxidase

of circ-MYBL2 or miR-28). Survival curves were plotted
for each group and compared by Log rank test. p < 0.05
was statistically significant.

substrate was used to incubate with the cells for 60 min.

OD values (450 nm) were then measured to reflect cell Results

Differential Expression of circ-MYBL2 and
miR-28 in NSCLC Predicted the Survival
of Patients

The expression levels of circ-MYBL2 and miR-28 in

proliferation.

Cell Apoptosis Assay

Annexin V-FITC/propidium iodide (PI) cell apoptosis detec-
tion kit (Sigma-Aldrich) was used to stain cells collected at
48 h post-transfection. Staining was performed at 37 °C for 1

h. After that, flow cytometry was performed to analyze cell  that circ-MYBL2 was

apoptosis. Flow Jo V10 software was used for data analysis.

carried out to study

Statistical Analysis

Paired #-test was used to compare paired tissues. ANOVA 218 in predicting
Tukey’s test was used for comparisons among multiple
independent groups. The 64 patients were divided into

two groups (cutoff value = the median expression level
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Figure 2 The subcellular location analysis of circ-MYBL2 and its direct interaction with miR-218. Nuclear fractionation assay was performed to analyze the subcellular
location, including cytosolic (C) and nuclear (N) samples, of circ-MYBL2 in both H1299 and A549 cells (A). The potential base pairs could be formed by circ-MYBL2 and
miR-28 were predicted by IntaRNA2.0 (B). RNA pull-down assay was performed to analyze the direct interaction between circ-MYBL2 and miR-28 (C).

Note: **p < 0.001.
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Subcellular Location Analysis of
circ-MYBL2 and Its Direct Interaction
with miR-218

Nuclear fractionation assay was performed to analyze
the subcellular location of circ-MYBL2 in both H1299
and A549 cells. The results showed that circ-MYBL2
could be detected in both cytosolic (C) and nuclear
(N) samples, while the expression levels of circ-
MYBL much higher than that in
C samples (Figure 2A). Therefore, circ-MYBL2 was
likely enriched in cytoplasm. The potential base pairs
that could be formed between circ-MYBL2 and miR-
28 were predicted by IntaRNA2.0. The prediction
revealed that circ-MYBL2 could form multiple base
pairs with miR-28 (Figure 2B). RNA pull-down assay
analysis illustrated that circ-MYBL2 was significantly

in N were

enriched in Bio-miR-28 pull-down samples than that in
Bio-NC pull-down samples (Figure 2C, p < 0.001),
suggesting the direct interaction between circ-MYBL2
and miR-28.
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The Role of circ-MYBL2 and miR-28 in
Regulating the Expression of Each Other

Pearson’s correlation coefficient was used to analyze the cor-
relations between circ-MYBL2 and miR-28 across both
NSCLC (Figure 3A) and non-tumor (Figure 3B) tissues. It
was observed that circ-MYBL2 and miR-28 were not corre-
lated with each other. H1299 and A549 cells were overex-
pressed with circ-MYBL2 or miR-28, and the overexpression
was confirmed every 24 h until 96 h (Figure 3C, p < 0.05).
Surprisingly, circ-MYBL2 showed no role in regulating the
iz miR-28 also did

expression of miR-28 (Figure 3D
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Figure 3 The role of circ-MYBL2 and miR-28 in regulating the expression of each other. Correlation analysis performed with Pearson’s correlation coefficient was done to
analyze the correlations between circ-MYBL2 and miR-28 across both NSCLC (A) and non-tumor (B) tissues. H1299 and A549 cells were overexpressed with circ-MYBL2
or miR-28, and the overexpression was confirmed every 24 h until 96 h (C). The role of circ-MYBL2 in regulating the expression of miR-28 (D) and the role of miR-28 in

regulating the expression of circ-MYBL2 (E) were also analyzed by RT-qPCR.
Note: *p < 0.05.
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proliferation and increase cell apoptosis. MiR-28 could
increase cell proliferation (Figure 4A) and decrease cell apop-
tosis (Figure 4B). Moreover, circ-MYBL2 suppressed the role
of miR-28 in cell proliferation and apoptosis (p < 0.05).

Discussion
The interaction between circ-MYBL?2 and miR-28, their prog-
nostic values for the survival of NSCLC patients, and their
roles in NSCLC cell proliferation were investigated in this
study. We observed that circ-MYBL2 may interact with miR-
28 to suppress its role in promoting cancer cell proliferation.
The functions of circ-MYBL2 have been investigated in
myeloma and cervical cancers, and opposite roles of circ-
MYBL2 were observed in these two cancers.'*'> Circ-

MYBL2 is downregulated in multiple myeloma and

A
H1299

Relative cell proliferation

e e - i
o a5 o o & o

overexpression of circ-MYBL2 suppressed cancer cell mobi-
lity and cell cycle progression. In addition, circ-MYBL2 also
suppresses the transcription of multiple oncogenes, suggesting
its role as a tumor suppressor in multiple myeloma.'* In
contrast, upregulation of circ-MYBL2 has been observed in
cervical cancer, and circ-MYBL2 can sponge miR-361-3p to
promote cancer cell invasion and proliferation.'> We analyzed
the differential expression of circ-MYBL2 in NSCLC and
observed its downregulation in cancer tissues. Moreover, over-
expression of circ-MYBL2 suppressed NSCLC cell prolifera-

tion and increased cell apoptosis. Thg c-MYBL?2 is

likely a tumor suppressor in NSC

A549

-
o
*

Apoptotic cells (%)

Figure 4 BrdU incorporation assay and cell apoptosis analysis of the function of circ-MYBL2 and miR-28 in NSCLC cell proliferation and apoptosis. The role of circ-MYBL2
and miR-28 in the proliferation (A) and apoptosis (B) of HI299 and A549 cells was analyzed by BrdU incorporation assay and cell apoptosis assay, respectively.

Note: *p < 0.05.
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upregulation of miR-28 in NSCLC and its enhancing effects
on cell proliferation and its inhibitory effects on cell apoptosis.
However, based on our knowledge, the upstream regulator or
miR-28 in cancers, such as NSCLC, is unclear. In this study,
we showed that circ-MYBL2 could directly interact with miR-
28, while overexpression assay indicated that circ-MYBL2
and miR-28 did not regulate the expression of each other. It
has been well established that circRNAs are mostly enriched
in cytoplasm.'” Consistently, our study showed that circ-
MYBL2 is a cytoplasm-enriched circRNA. Mature miRNAs
are mainly localized to cytoplasm. Taken together, we con-
cluded that circ-MYBL2 in cytoplasm may sponge miR-28 to
suppress its role in NSCLC cell proliferation and apoptosis.
The present study included H1299 and AS549 two cell
lines. HI1299 is a squamous cell carcinoma cell line, and
A549 is adenocarcinoma cell line. Circ-MYBL2 and miR-28
showed similar roles in regulating the proliferation and apop-
tosis of these two cell lines. Moreover, the present study
enrolled 38 cases of patients with adenocarcinoma and 26
cases of squamous cell carcinoma. No significant difference
in the expression levels of circ-MYBL2 and miR-28 was
observed between these two subtypes (data not shown).
Therefore, circ-MYBL2 and miR-28 may play similar roles
in these two subtypes.
Our study also reported the prognostic value o
MYBL2 and miR-28 for the overall survi
patients. However, their clinical applicaj
targets to treat NSCLC and their ro
nosis of NSCLC remain to be i

Conclusion
In conclusion, circ-

dings of this study are available
on request Mg the corresponding author. The data are not
publicly availaS@a due to their containing information that

could compromise the privacy of research participants.
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